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NTDB id 1147401 CKV79 RS07340 WP 028372967.1 ..MNNKSKMQHYHWQGLNQRGITCKGIIKASTLLEAKFEVIQQGIILKKISKKQFSLFQQ.RSKKINHWDISVFSRQIAT 77
NTDB id 1252 GCO85 RS07730 WP 011213805.1 .MDKNSPPLLTFHYQGINKAGQKMEGDIQARSLAIAKADLRKQGIVTNKVVKKRKPLFDR.KNKKITQADITVFSRQLAT 78
NTDB id 1198 PSJM300 03950 AFN76868.1 .MAQKAIKNSVFTWEGLDRQGAKIKGELSGVSPALVKAQLRKQGINPQKVRKKSISLFS..AGKKIKPMDIALFTRQMAT 77
NTDB id 1016 ACIAD RS01680 WP 004920476.1 MAAKKTQVMPVFAYEGVDRKGIKLKGELPARNMALAKVTLRKQGITIRTIREKRKNIFEGLLKKKVKPLDIAIFTRQLAT 80
NTDB id 1059 ABD1 RS01610 WP 000279215.1 MAVKKAQMMPTFAYEGVDRKGVKIKGELPAKNMALAKVTLRKQGVTVRNIREKRKNILEGLFKKKVTTLDITIFTRQLAT 80
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NTDB id 1147401 CKV79 RS07340 WP 028372967.1 LIQAGIPLITAFDIIKKGQAKYAMRDLIAKIQKEIASGLTLFESLNKHPIYFNPLYCSLIEAGEKSGTLALMINNIASYR 157
NTDB id 1252 GCO85 RS07730 WP 011213805.1 MIESGIPLVQAFDIVAKGQSNKRLKDLIETIKHDIETGLTLAESLIKHPLYFNELFCNLVDAGEKSGSLDIMLDKVATYK 158
NTDB id 1198 PSJM300 03950 AFN76868.1 MMKAGVPLLQSFDIIGEGFDNPNMRKLVDDLKQEVAAGNSFASSLRKKPQYFDDLYCNLVDSGEQSGSLETLLDRVATYK 157
NTDB id 1016 ACIAD RS01680 WP 004920476.1 MMKAGVPLVQAFEIVAEGLENPAMRDVVLGLKNEVEGGNTFAGALRKYPQYFDNLFCSLIESGEQSGSLEIMLDRVAVYK 160
NTDB id 1059 ABD1 RS01610 WP 000279215.1 MMKAGVPLVQGFEIVAEGLENPAMREVVLGIKGEVEGGSTFASALRKYPQHFDNLFCSLVESGEQSGALETMLDRVAIYK 160
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NTDB id 1147401 CKV79 RS07340 WP 028372967.1 EKLERMKRKITKTLAYPLVILIIALLITFALLFFVIPEFAAMFNAYNAELPFITQQAIHLSNFCQDHYFIFCVMSVITTL 237
NTDB id 1252 GCO85 RS07730 WP 011213805.1 EKIEIIKKKIKKALTYPIAVMVVALLVTAGLLIYVVPQFESLFKGFGADLPAMTRAVITMSEFMQAYWYIIFGALGGVVY 238
NTDB id 1198 PSJM300 03950 AFN76868.1 EKTEALKAKIKKAMNYPIAVVLVAVIVTAILLIKVVPQFQDVFANFGAELPAFTLMVIGLSEALQAWWYVVLAGFVGAAY 237
NTDB id 1016 ACIAD RS01680 WP 004920476.1 EKSEVLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFKDLFTSFGADLPAFTQLVVNMSNWMQDYWFILILVIGAAIA 240
NTDB id 1059 ABD1 RS01610 WP 000279215.1 EKSELLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFQDLFASFGADLPAFTQMVVNMSKWMQEYWFIMIIAIGAVIA 240
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NTDB id 1147401 CKV79 RS07340 WP 028372967.1 TLIYMPKYSSYFSQLLDRTLLNFPLIGAIISKSVFARFSRTLSITLAAGLPLVQALRLAANVTGNSVYQRASHKIIDEVI 317
NTDB id 1252 GCO85 RS07730 WP 011213805.1 SFFYAKNHSLEFAQTIDRVMLKLPVIGPILEKAAIARFARTLSITFAAGLPLVEALKSVAGATGNIIYAKATDKIREEVA 318
NTDB id 1198 PSJM300 03950 AFN76868.1 AFKQAHTRSEKFRNWFDRLMLKVPVVGDILYKSSVARFARTLSTTFAAGVPLVDALDSVAGATGNVVFRSATNKIKSDVS 317
NTDB id 1016 ACIAD RS01680 WP 004920476.1 GFLEARKRSKRFRDQLDRLVLRLPIVGDLVYKAIIARYSRTLATTFAAGVPLIDALASTAGATNNTVYEQAVLKIREDVS 320
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AFLEAKKRSKKFRDGLDKLALKLPIFGDLVYKAIIARYSRTLATTFAAGVPLIDALESTAGATNNVIYEKAVMKIREDVA 320
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NTDB id 1147401 CKV79 RS07340 WP 028372967.1 CGQPMWVAIETTGLFPDMVVQMIAIGEESGVLEQMFHKIADYFEEDIDHSIDTLNTLLEPVIMSVLGLIIGFLLLAMYIP 397
NTDB id 1252 GCO85 RS07730 WP 011213805.1 TGQQMFIAMENTHLFPNMVIQMVAIGEESGALEKMLSKVADFYEEEVNNAVDALSSLLEPIIMSILGILVGGLVVAMYLP 398
NTDB id 1198 PSJM300 03950 AFN76868.1 SGMQLNFSMRTTGTFPSMAVQMTAIGEESGALDEMLSKVATFYEDEVDNMVDGLTALMEPMIMAVLGVLVGGLIIAMYLP 397
NTDB id 1016 ACIAD RS01680 WP 004920476.1 TGQQLNFAMRVSNRFPTMAIQMVAIGEESGALDEMLDKVANYYESEVDHAVDGLTSMMEPLIMAILGILVGGLVIAMYLP 400
NTDB id 1059 ABD1 RS01610 WP 000279215.1 TGQQLQFAMRISNRFPSMAIQMVAIGEESGALDSMLDKVATYYENEVDNAVDGLTSMMEPLIMAILGVLVGGLVIAMYLP 400
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NTDB id 1147401 CKV79 RS07340 WP 028372967.1 IFKLGSIT 405
NTDB id 1252 GCO85 RS07730 WP 011213805.1 IFKLGSAV 406
NTDB id 1198 PSJM300 03950 AFN76868.1 IFQMGSVV 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 IFQMGSVV 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 IFQMGSVV 408
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