
logo MKRNQSHKTGVIKFILSARTRIKQFILGSI ILMSAGTALLIFVSVAYIASATMLAI FSAMALMFQPVQAYTALASLKASDQAANGVADNSMLI EITKSDNLVIDVKPVALMSANPQS ILAPENGDNKQGQRKTVRIELVIDRKLFVMQSFSNDEGKELPVLIPAKPVQALNQPRAQTSAGYFTIQVI
L
T
Q
S
E
K
N
Q
SPPSAR I

L
V
I
ALDLFPIDEGSKQVATDQGNMIQGKQS IMLAGKPDSDKTQ

NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIV.NPTGFVTSSPARIALDFEQTGISMD..Q 77
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIV.NPTGFVTSSPARIALDFEQTGISMD..Q 77
NTDB id 1092 CAD91899.1 1..2286( ) MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIV.NPTGFVTSSPARIALDFEQTGISMD..Q 77
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ................................................................................ 0
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ................................................................................ 0
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ................................................................................ 0
NTDB id 1147397 CKV79 RS04125 WP 051546119.1 ................................................................................ 0
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILIL..ISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILIL..ISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
consensus * * * * * * * * * ** *** *

logo

K
Q
S

L
N
K
T
V

R
K
I
L

P
S
T
E
L
I
V
Y

S
T
Q
A
V
L
D
T

G
N
P

N
S
E
L

T
A
L
R
H
S
K
S
Y
V
I
T
N
D
S

I
A
V
S
T
A
V

E
A
Q
S

A
V
D
N

K
G
D
S

K
Q
D
SRTSVARVALTIV I

M
V
L
K
E
N
M
L
R
T
D
N
K
H
T
N
R
D
K

L
T
A
S
G
P

S
V
L
G
T
K
A
Q
S

L
T
F
Y
S
N
T
P
G
T
S
Y
E
R
K
T
V
L
R
A
E

T
Q
G
G
S
T
N
I
L
N
T
V
W
K

Y
L
V
F

F
T
I
S
W

V
I
L
F
K
V
W

F
L
V
I
S
G
N
G
N
S
E

I
A
K
S
P
S
D
Q

A
S
N
T
D

G
D
S
T
A
N
V
L
L
T
A
F
K
S

V
E
A
L

A
C
N
P

P
S
A
T
K
S
R
A
E
S
P
P
AVKASAPVLAPAATVPSAKQQAAAPSTK

NTDB id 1115 OK783 RS00485 WP 003698035.1 QVLEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA...... 151
NTDB id 1100 NMB RS09455 WP 002225652.1 QVLEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTK 157
NTDB id 1092 CAD91899.1 1..2286( ) QVLEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTK 157
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ...........................MKNGLKT..YVAQTWLTLWVG.....LALCASS.................... 26
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ...........................MKNGLKT..YVAQTWLTLWVG.....LALCASS.................... 26
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .........................MKMRHGLTLTPRKLTGLFSLWFS.....LLLAP...................... 28
NTDB id 1147397 CKV79 RS04125 WP 051546119.1 ................................................................................ 0
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKE.................... 138
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKE.................... 138
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPAS.......... 146
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT..........PVAT........... 136
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK..........PLPV........... 136
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK..........PLPV........... 136
consensus * * * * * * * * ** *

logo

SAVSVSEPFTPAKQQAAAPFTESVVSYVAVSQSAMV
P
I
V
F
K
V
F
I
S

A
S
T
P
AKQQAAASAKQQATAAPAKQQAAAPANA

K
P
Q
Y
Q
V
E
E
P
A
S
V

P
V
N
A
P
T
Q
A
G
Q
A
K
S
P

R
H
A
N
Q

A
S
E
Q
G
K

V
L
Q
I

G
R
E
S
K
T

S
R
NIGDFQRTGVKR I

D
N
G

A
S
E
G
K

D
E
Q
K
Q
K
N
G

D
G
E
A

NTDB id 1115 OK783 RS00485 WP 003698035.1 ................AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNA 191
NTDB id 1100 NMB RS09455 WP 002225652.1 SAVSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKDGKNA 237
NTDB id 1092 CAD91899.1 1..2286( ) SAVSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQTNIDFRKDGKNA 229
NTDB id 1186 GTF74 RS01320 WP 000788426.1 .............................MVFS.........................A.ESATANQLENIDFRVNKEKA 51
NTDB id 1175 A1552VC RS12105 WP 000788426.1 .............................MVFS.........................A.ESATANQLENIDFRVNKEKA 51
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ..............................FVA.........................A.EEVQSNSLKSIDFRTNKDKD 52
NTDB id 1147397 CKV79 RS04125 WP 051546119.1 ................................................................................ 0
NTDB id 1257 GCO85 RS04855 WP 163621000.1 .............................VFIT.........................NQVVNAKHEIKRIDFRGIEKQG 164
NTDB id 1284 ACE17W RS12370 WP 010946666.1 .............................VFIT.........................NQVVNAKHEIKRIDFRGIEKQG 164
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ..........................YAQPIKP.........................KPYVPAGRAIRNIDFQRGEKGE 175
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...........................SA................................PAPQQGIGNIGFQRGAQGE 157
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...........................VS.................................AQPQGVSNIGFQRGSQGE 156
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...........................VS.................................AQPQGVSNIGFQRGSQGE 156
consensus * * *****



logo

A
G
N
R
I
L
V

L
I
V
I
L
E
V
L
I
V
A
E
D
V
A
L
Q
V
A
S
L
D
S
G
S
F
T
P

T
G
S
N
A

L
I
A
G
T

I
S
V
Q
P
I
P
VDI

V
K
T
S
Q
E
R
K
Q
V
Q
H
Q
G
G
K
D
E
S

E
G
H
K

L
V
I
R
I
S
V
L
I
V
D
E
N
R
T

T
F
L
A
P
I
K
L
G
K
N
I
H
T
Q
S
D
T
K
V
L
I
K
A
P
L
D
T
A
N
T
D
H

Q
K
L
R
M
A
L
Q

V
K
Y
R
L
S
R
Y
LNDTVTNSAKDFHKSASTVPVASEQFIKS IVNDETSMALVSQFKYAQNRQEKLDSTEKGNDGKPSNNRTKSVDVGTSRVQMILMSIVTAVI EYLQTI

P
R
V
T
S
N
A
K
T
D
S

E
I
G
F
L
E
D
N
S

L
F
W
Y
D
S
V
G
Q
E
L
Y
H
L
D
F
M
V

I
A
N
V
Y

F
R
T
K
Y
FLFY

NTDB id 1115 OK783 RS00485 WP 003698035.1 GIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNK.... 267
NTDB id 1100 NMB RS09455 WP 002225652.1 GIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNK.... 313
NTDB id 1092 CAD91899.1 1..2286( ) GIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNK.... 305
NTDB id 1186 GTF74 RS01320 WP 000788426.1 AVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYT.... 127
NTDB id 1175 A1552VC RS12105 WP 000788426.1 AVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYT.... 127
NTDB id 1408 DSB67 RS13980 WP 010643500.1 AVIVVELVSPAAIVDIKRVQEGLSIDLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYR.... 128
NTDB id 1147397 CKV79 RS04125 WP 051546119.1 ...............................................................MILRNIFLVLFIFFLFY 17
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVY.... 240
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVY.... 240
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVY.... 251
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYMAY.... 233
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAY.... 232
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAY.... 232
consensus ******* *** * *** * ** * * *** ** *** * * * * * * *

logo

S
Q
K
T
V
L
A
D
L
T
K
N
A
E

L
K
G
P
N

A
Q
R
G
K
Q
F
L
Y
P
M
F
L
T

E
T
S
F
I
V
K
L
D
V
Q
S

I
L
V
G
I
F
S
L
K

K
R
P
I
M
K
P
L
KVK
T
Q
T
D
N
A
G
D
K
N
E
L

D
K
V
N
E
A
I
K
S
A
E
P
V
G
R

L
P
R
Q
T
G
K

D
N
R
A
S
V

D
S
L
P
N
K

M
L
Y
N
K
D
N
T
A
S
K

I
R
K
N
T
V
P

F
P
L
Q
K

A
D
E
V
N
T

V
K
Y
F
Y
S
E
T
H
G
E
N
R
K
L
R
K
L
I S ILDNFQNDVIDSPE I

VRASNRTAIVLQI
L
I
LAEKDEYFANSTDNQGLFMINI

L
MVTAVASDKTSVAESNVQGDKNLMITI

L
H
S
RLQDNKNGDI

VPWQDQ
NTDB id 1115 OK783 RS00485 WP 003698035.1 SAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQ 347
NTDB id 1100 NMB RS09455 WP 002225652.1 SAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQ 393
NTDB id 1092 CAD91899.1 1..2286( ) SAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQ 385
NTDB id 1186 GTF74 RS01320 WP 000788426.1 .LKGKYLEVVISKL.KADEKPK.PKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQ 204
NTDB id 1175 A1552VC RS12105 WP 000788426.1 .LKGKYLEVVISKL.KADEKPK.PKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQ 204
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .LTGRYLEVKVGKL.KANEKAP.DKSILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQ 205
NTDB id 1147397 CKV79 RS04125 WP 051546119.1 SKLLAQP.SLVIPI.VAGKSEKDKMTRKDVYHKRISLNFQDIEVRSALQLLAEFAGINIVVSDTVAGNITISLNDIPWDQ 95
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QVNKQFM.VDVFPL.TAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQ 318
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QVNKQFM.VDVFPL.TAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQ 318
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QTDNRLT.VSIKPM.TTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQ 329
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QAENKLT.ISLKRP.QDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQ 310
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QAENKLT.ISLKRP.QDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQ 309
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QAENKLT.ISLKRP.QDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQ 309
consensus * * * * ******!* !!****! *!!**!*****!*! *!*!*!**!**! **!!*!

logo

V
ALNDLIVIMLTKQAVTQRKSGNLEDMKKRKQVRLMKDNQGNI

V
L
M
V
I
F
N
W
L
V
I
D
A
T
P
A
R
V
K
S
T
E
A
D
S
E
I
M
L
A
T
I
L
D
E
L
A
K
S
A
M
K
R
R
D
E
R
E
K
D
K
A
E
Q

I
L
A
F
Q
E

E
A
L
Q
E
K
S
K
A
I
A
V
E
Q

L
Q
R
A
K
K
T
D
L
Q

E
L
A
S
I
K
N
T
V
A
E

D
E
K
I
M
L
T
E
A
G
E
D
A
P
I
L
S
K
R
Y
Q

R
T
S
D
Q
E
I
N
Y
L

F
I
L
K
Q
V
I
L
K
N
F
Y
K
A
N
K
V
A
G
E
A
S

E
D
F
I
E
M
R
A
E
N
A
G
K
V
S

M
I
L
F
L
I
A
N
G
K
Q
R
T

A
S
D
G
L
Q

V
D
E
G
K

R
T
S
G
N

S
Q
A
N
E
I
S
V
D
N

G
S
T
G
N
T
Q
S
G
E
L
N
G
S
Q
R
N
HT

NTDB id 1115 OK783 RS00485 WP 003698035.1 ALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNR.. 425
NTDB id 1100 NMB RS09455 WP 002225652.1 ALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNR.. 471
NTDB id 1092 CAD91899.1 1..2286( ) ALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALDNADTTGNR.. 463
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNV....... 277
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNV....... 277
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNI....... 278
NTDB id 1147397 CKV79 RS04125 WP 051546119.1 ALNIILTTRSLEKKRMGNIIFIAPATEITERRKKIEEAQLKLNDMTPLQSELFQINYAKASEIANILQAK.NE....... 167
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDK.QN....... 390
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDK.QN....... 390
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVTSDGGQEG.. 407
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSN. 389
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHT 389
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHT 389
consensus *!**** * !*** !!** **** ** *** * * *** * ** *** **** ** ** *



logo

SGGGTSTSTNGLSNATTGVEDPSLGDNSNVG
N
N
S
T
K
M
L
E
I
V
L
G
S
T
E
D
P
GRGKTSMVIALTSLQVIDADEPARTNSTI

L
L
W
I
A
V
I
Y
N
Q
R
T

Q
E
D
P
S
L
T
Q
S
T
A
G
P
R

R
D
E
T
Q
S

R
S
K
N
V

L
I
A
D
E
E
K
Q
V

L
V
F
IRREKMILVI SKEDYELQSFLDVIQPAVRQKQVLQMVI EAR IVNRTE I

V
A
K
N
S
A
T

V
D
E
K
T

D
S
G
Y
N
F

NTDB id 1115 OK783 RS00485 WP 003698035.1 ......................NTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGF 483
NTDB id 1100 NMB RS09455 WP 002225652.1 ......................NTLISGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGF 529
NTDB id 1092 CAD91899.1 1..2286( ) ......................NTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGF 521
NTDB id 1186 GTF74 RS01320 WP 000788426.1 .......................NMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGN 334
NTDB id 1175 A1552VC RS12105 WP 000788426.1 .......................NMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVTVKEGN 334
NTDB id 1408 DSB67 RS13980 WP 010643500.1 .......................SMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVKQVQIEARIVTINEGN 335
NTDB id 1147397 CKV79 RS04125 WP 051546119.1 .......................TLLSTRGKMAIDARTNTLWIQESTRRLAVIRKLIEYFDVPVKQVLIEARIVNVTKDF 224
NTDB id 1257 GCO85 RS04855 WP 163621000.1 .......................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDF 447
NTDB id 1284 ACE17W RS12370 WP 010946666.1 .......................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDF 447
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ........................KEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGY 463
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSF 461
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSF 469
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSF 469
consensus **** !!****! *!!**** ** ** *!**** *!****!!**!!!!! *

logo

A
D
M
L
T
S
D
E
Q
R
K

S
D
E
M
I
LGLIVHKRFWGFGLAIVAMLSTYGRSGHIRKPTQRTGNKLHIKGNTSLDQWNSHKATGSNEGSDNNTLRTLVKLGVDYEGNSGKISDSEGNSATFTNGLAIWTQNGI

K
L
V

K
G
N
R

D
N
E
L
E
I
Y
A
L
P

T
A
K
N
D
S

Q
D
E
G
G
M
F
L
N
T
A
G
C
S
E
K
R
G

K
N
D
G
P
E
D
I
T
D
T
A
S
P
G
P
S
A
G
C
G
N
S
Y
D
A
S
E
T
V
K
T
F
V
W
Y

P
T
T
I
TGTSG

E
P
I
K
V
A
L
R

A
Q
S
D
P
E

P
E
R
T
D
S
F
K
N
R

P
I
L
F
N
F
L
V
N
P
D
V
I
L
T
G
A
N
S
V
A
I
K
V
S
A
T

P I
LTDTN

G
S

T
P
A
G
S
T
N
P
T
A
T
G
A
N
S

G
S
L
V
I
S
G
A
F
I

NTDB id 1115 OK783 RS00485 WP 003698035.1 SRDLGVKFGATGRKKLKNET......SAFGWGVN..SGFGGG.....DKW.....EAQTKINLPVAAA......AN..SI 537
NTDB id 1100 NMB RS09455 WP 002225652.1 SRDLGVKFGATGKKKLKNDT......SAFGWGVN..SGFGGD.....DKW.....GAETKINLPITAA......AN..SI 583
NTDB id 1092 CAD91899.1 1..2286( ) SRDLGVKFGATGKKKLKNDT......SAFGWGVN..SGFGGD.....DKW.....GAETKINLPITAA......AN..SI 575
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LEELGVRWGVMSTNGSHS...VGGSIESNLWQKGLLAD.........DEF.....PVDEFLNVNLAST...SANASSIAF 394
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LEELGVRWGVMSTNGSHS...VGGSIESNLWQKGLLAD.........DEF.....PVDEFLNVNLAST...SANASSIAF 394
NTDB id 1408 DSB67 RS13980 WP 010643500.1 MDELGVRWGFTSINGSHT...VGGSIENNLATIGLYDGGGEG.DDGGSSV.....GIDDFLNVNLAAT...SPNATSIAF 403
NTDB id 1147397 CKV79 RS04125 WP 051546119.1 AQDLGLHFGLSRGRLSDA...RKDN..........ITQLTEK.TASPSAT.....PLADRLNFDIGNIPI.GTSTASLGI 284
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SQDIGIRWGVSRPTHLSG...TLEG..........ANELARG.TAPANVV.....PLERRLNLDLAAVPLTGATPASVGI 508
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SQDIGIRWGVSRPTHLSG...TLEG..........ANELARG.TAPANVV.....PLERRLNLDLAAAPLTGATPASVGI 508
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DKSLGVRWGGAYHKGNWSG....YGKDGN.IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAK...DA.TSGIGI 534
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SN.....GTYTI...ERPDNLNVDLGVT...TTGASSIAF 527
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGVS...NP.AGSIAF 539
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGVS...NP.AGSIAF 539
consensus * **!***!* * * * *** ** * ***

logo

A
Q
S
G

F
V
L
V
I
A
R
S
K
T
M
A
L
N
I
G
D
S
G
N
S
D

F
G
T
I

I
A
M
LLNDLQELSAMSLQEKQNASTDLESGNRYKPTAGKELTIVVLIASQNTSPKRLVVLMIASTSAQTDNQRKEKQKAETPAVYKVI LAEKQTSGSVQETYQEVIPFYLTQSVESATSTAINSASNAGGAGNSSTSATSANTVTTEASLFKDEKAALVLGSLENTKVTPSNQIT

NTDB id 1115 OK783 RS00485 WP 003698035.1 SLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNIT 617
NTDB id 1100 NMB RS09455 WP 002225652.1 SLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNIT 663
NTDB id 1092 CAD91899.1 1..2286( ) SLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNIT 655
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVAFKKAVLSLKVTPQIT 471
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVAFKKAVLSLKVTPQIT 471
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGA...TSVTFKKAVLSLKVTPQIT 480
NTDB id 1147397 CKV79 RS04125 WP 051546119.1 ALAKLGDGILLDLELSALESEGRGEVISSPRLIATNQQPAVIESGEEIPYQEATSSGA...TAVSFKKAVLSLKVTPQIT 361
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVTPQIT 585
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVTPQIT 585
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GFI.T.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVTPQIT 609
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GLISL.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNIT 606
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSIT 618
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSIT 618
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NTDB id 1115 OK783 RS00485 WP 003698035.1 PDGQIIMTVKINKDSPAQ..CASGNNTILCISTKSLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKT 695
NTDB id 1100 NMB RS09455 WP 002225652.1 PDGQIIMTVKINKDSPAQ..CASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKT 741
NTDB id 1092 CAD91899.1 1..2286( ) PDGQIIMTVKINKDSPAQ..CASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKT 733
NTDB id 1186 GTF74 RS01320 WP 000788426.1 PDNRLVLDLSVTQDRRGE.TVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRR 550
NTDB id 1175 A1552VC RS12105 WP 000788426.1 PDNRLVLDLSVTQDRRGE.TVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRR 550
NTDB id 1408 DSB67 RS13980 WP 010643500.1 PDNRLVLDLSVTQDRPGQ.VVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRR 559
NTDB id 1147397 CKV79 RS04125 WP 051546119.1 PDGKILMDLKINQDIPTP.KVFNGVP...TILTKEIQTNVLACNGQTIVLGGIYKQDKNNEINRVPFLGELPMVGGLFRN 437
NTDB id 1257 GCO85 RS04855 WP 163621000.1 PDGKILMDLQINQDTPSP.QTFLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSN 661
NTDB id 1284 ACE17W RS12370 WP 010946666.1 PDGKILMDLQINQDTPSP.QTFLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSN 661
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PDNRIIVEVKVTKDAPDYQNMLNGVP...PINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRR 686
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PDGKILMELNIANDSINS.YAQNGEA...ILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKK 682
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PDGKIQMKLDISKDSVAG.AAPNGEL...ILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRK 694
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PDGKIQMKLDISKDSVAG.AAPNGEL...ILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRK 694
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NTDB id 1115 OK783 RS00485 WP 003698035.1 RGKKTDRRELLIFITPRIIDTAGNSLRY........... 723
NTDB id 1100 NMB RS09455 WP 002225652.1 RGKKTDRRELLIFITPRIMGTAGNSLRY........... 769
NTDB id 1092 CAD91899.1 1..2286( ) RGKKTDRRELLIFITPRIMGTAGNSLRY*.......... 761
NTDB id 1186 GTF74 RS01320 WP 000788426.1 TYEQMGKSELLIFVTPKVVIQ.................. 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 TYEQMGKSELLIFVTPKVVIQ.................. 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SYENVGKSELLIFVTPKVVIQ.................. 580
NTDB id 1147397 CKV79 RS04125 WP 051546119.1 QSTSIRNEELLIFITPRIISNNLRQKPLRRQRQKTKERL 476
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RQITLKNEELLIFITPRIITNALSITTIEGREKDVYK.. 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RQITLKNEELLIFITPRIITNALSITTIEGREKDVYK.. 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DTVTDRKNELLVFLTPRIMNNQAIAIGR........... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TAKSEAKNELLIFVTPRIVNDTIVGNH............ 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DVKSDDKQELLIFVTPRIVNDTLARNH............ 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DVKSDDKQELLIFVTPRIVNDTLARNH............ 721
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