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NTDB id 1147362 CKV78 RS05110 WP 005762585.1 ......MILYLFIFSALSLIWVPSDFLLDWFWGIRCLLVCSGLVGVAYYYRVDDKIKCLLLYLMFLLLSSIYVHSYPIQL 74
NTDB id 1359 HI 0061 AAC21739.1 MKLNLITLVVLLIVADLTLLFLPQPLLLPWQVALVIALVLIFL....FIFL.R...RNFLVSLAFFVASLGYFHYSALSL 72
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NTDB id 1147362 CKV78 RS05110 WP 005762585.1 LKLADNVAHLPKQVETKIKIIEILHQQDYQSAIATATLSSDLPEQRIFIQWKLSEKIKLGQVWKANLRLRPISSRLNQGG 154
NTDB id 1359 HI 0061 AAC21739.1 SQQAQNITA..QKQVVTFKIQEILHQQDYQTLIATATLENNLQEQRIFLNWKAKEVPQLSEIWQAEISLRSLSARLNFGG 150
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NTDB id 1147362 CKV78 RS05110 WP 005762585.1 FDKQQWYFSKGITAWASVKSAVKIQQDFSLRAMLLERAFIQTESLSAQGLLLALAFGERAWLSSLHKQIYQRTNTAHLIA 234
NTDB id 1359 HI 0061 AAC21739.1 FDRQQWYFSKGITAVGTVKSAVKIADVSSLRAEKLQQVKKQTEGLSLQGLLIALAFGERAWLDKTTWSIYQQTNTAHLIA 230
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NTDB id 1147362 CKV78 RS05110 WP 005762585.1 ISGLHIGLAMGIGFLLGRGMQYFLSTRLISPYFPLFIGLLIAGGYALLAGLAIPTQRAFIALSFVFLLRLSRLHYSAWQL 314
NTDB id 1359 HI 0061 AAC21739.1 ISGLHIGLAMGIGFCLARVVQVFFPTRFIHPYFPLVFGVLFALIYAYLAGFSVPTFRAISALVFVLFIQIMRRHYSPIQF 310
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NTDB id 1147362 CKV78 RS05110 WP 005762585.1 FFRIVAILLFYDPLMCLSSSFWLSLGAVISLIIWYQLFPLSLLHWRGKPLEQSVWRKVRWLLSLFHLQIGLFFLFAPVQL 394
NTDB id 1359 HI 0061 AAC21739.1 FTLVVGFLLFCDPLMPLSVSFWLSCGAVGCLLLWYRYVPFSLFQWKNRPFS....PKVRWIFSLFHLQFGLLLFFTPLQL 386
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NTDB id 1147362 CKV78 RS05110 WP 005762585.1 LMFGGISWGGLFANLIAVPLYSFILVPIILFTLVTQNYFITWRWANVLVEQITQWLSYLTEQWLQISTWQTYLIIVFLTS 474
NTDB id 1359 HI 0061 AAC21739.1 FLFNGLSLSGFLANFMAVPIYSFLLVPLILFAVFTNGTMFSWQLANKLAEGITGLISVFQGNWLTVSFNLALGLTALCAG 466
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NTDB id 1147362 CKV78 RS05110 WP 005762585.1 IFILFLRYTYLKIVVEQEGAVLTRPKGFHLALNDKCDYQTIKVTFSICGM.LICSLFGYISYQIYQEPDWRLETIDVGQG 553
NTDB id 1359 HI 0061 AAC21739.1 IFMLIIWNIYREPEISSSNWQIKRAKFFTLNLSKPLL.KNERINVLRCSFGIILLCFTILLFKQLSKPTWQVDTLDVGQG 545
consensus !!*! * ! * * * !*! !*! ! ** * ** ! **!* *! * * ! ! **!*!!!!!



logo LAMTL IVVKNGKRGI LYDTGASSWNRGGSMAELE I
LLPYLLQREGI

L
K
V
I
L
D
EKL I LSHDDNDHASGGAVKSTI LKTAQFYPDNI

VEFL IVTPSFRKRNYGEKKN
NTDB id 1147362 CKV78 RS05110 WP 005762585.1 LAMLVVKNGRGILYDTGASWNGGSMAELELLPYLLREGLKIDKLILSHDDNDHSGGVKTILTQFPDIEFVTPSFRNYGKK 633
NTDB id 1359 HI 0061 AAC21739.1 LATLIVKNGKGILYDTGSSWRGGSMAELEILPYLQREGIVLEKLILSHDDNDHAGGASTILKAYPNVELITPSRKNYGEN 625
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NTDB id 1147362 CKV78 RS05110 WP 005762585.1 DRTFCIRGQQWQWQGLDFKVLSPFQIVQRAKNEHSCVLLISDGQYSVLLMGDADVDVEKQLLFDLPLIDVLQVGHHGSKT 713
NTDB id 1359 HI 0061 AAC21739.1 YRTFCTAGRDWHWQGLHFQILSPHNVVTRADNSHSCVILVDDGKNSVLLTGDAEAKNEQIFARTLGKIDVLQVGHHGSKT 705
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NTDB id 1147362 CKV78 RS05110 WP 005762585.1 STSEALLTQINPKIALISSGRWNAWGFPHQVVNDRLNIIGADVYNTAHTGQISIKFYKNKLKIALARTKFIPWYRRLIGL 793
NTDB id 1359 HI 0061 AAC21739.1 STSEYLLSQVRPDVAIISSGRWNPWKFPHYSVMERLHRYKSAVENTAVSGQVRVNFFQDRLEIQQARTKFSPWYARVIGL 785
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