
logo MKQKGFMTLLVELLMIAGLAMI
L I SAIALLLNFSAIVYPLTWKSKTDLGSHPKQRTI LAEKEQEHKRLAYLFLRQI

LQASRAVESNSQSEQVWFL ILAINSRDNFLALHTKQQRWCLTAQ
NTDB id 1147356 CKV78 RS00780 WP 005765297.1 MKKGFTLLELMIALMLISALLLSIYPTWSKLGHQRILEKEQEKLALFLRQLQSRVSNSQQVWFLIASRDFLHKRWCLTAQ 80
NTDB id 1350 HI 0938 AAC22602.1 MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQ 80
consensus ! !! !!*!!*!*! *!! ! ! ! !! !!!**! !!!!!*! ! !! !!!!* ! * !!!!!!
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NTDB id 1147356 CKV78 RS00780 WP 005765297.1 MKSEQLCDCLSPQHCSSDLSAQFYYPHFPHKTMINTKNYFPFEITRLSGIRDTLSTACFTLSSNKEKVVFSLFNVGSIKL 160
NTDB id 1350 HI 0938 AAC22602.1 VKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRV 160
consensus *! ! !!!! ! *!* ** !*!!!!*!!*!!!!**** *! !!!! !!! !* ! !! ! !* *! !!!!!!**

logo KKTANQEFDSGSACENNDGED
NTDB id 1147356 CKV78 RS00780 WP 005765297.1 KKAQESGACENDGED 175
NTDB id 1350 HI 0938 AAC22602.1 KTNQFDSACN..... 170
consensus ! ! !! *****
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