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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1147354 CKV78 RS00560 WP 005765219.1 ..MAGVNKVIIVGNLGNDPEIRTMPNGEAVANISVATSESWIDKNTNERREVTEWHRIVFYRRQAEVAGEYLRKGSKVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG..GAPYEEGYG.QS.....QEAYQRPAQQSRQPASDAP 144
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG..GAPYDEGYG.QS.....QEAYQRPAQQSRQPAPDAP 144
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG...GMPAQGGMNVPAQ....QGSWGQPQQPAKQHQPMQQ 153
NTDB id 1147354 CKV78 RS00560 WP 005765219.1 EGRLRTRKWQDQNGQERYTTEIQG....DVLQMLDSRNERQQAGGYAPQ.....ASTS.....QYGSSYSAP.SSNFGSQ 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA 154
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NTDB id 1103 NMB RS07590 WP 002212976.1 SHPQEAPAAPRRQPVPAAAPVE...DIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 SHPQEAPAAPRRQPVPAAAPVE...DIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 SAPQ.....QYS.QPQYNEPPMD...FDDDIPF 177
NTDB id 1147354 CKV78 RS00560 WP 005765219.1 PTPR.....PAAKPAPQNEPPVDMGFEEDNIPF 171
NTDB id 1390 A4U84 RS00055 WP 021115958.1 TRPQ.....PAQKPAAQAEPPMDN..FDDDIPF 180
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