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NTDB id 1147283 CKV90 RS07750 WP 011702312.1 MAEQESLALFDDTPEELFMKGTMLSTIFYNAENLFSVVRILVKETNADWDEKDIIVTGFFPALHEQEVYTFYGKMQEHAK 80
NTDB id 355 BSU 27480 NP 390625.1 MQQHP...DQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPK 77
consensus ! ***** *!!***!!!* * !**! !!**!*** ! !! **! * !!!*!!!!*! ! !!!!!!* !*!
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NTDB id 1147283 CKV90 RS07750 WP 011702312.1 FGQQFKADRFRKEMPQSRAGLINYLSGELFKGIGKVTAENIVDTIGDDAITKILSDPSLLNTVPKLPSGAAESLLASLRE 160
NTDB id 355 BSU 27480 NP 390625.1 FGLQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQR 157
consensus !! !! !**!*!!*! ** !*!*!!! *!! !!!! !!! !! *!! !! !!! !*!*! !!*!* !**! * !
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NTDB id 1147283 CKV90 RS07750 WP 011702312.1 NQGLEHVMVGLNEYGFGPQLSMKIFQVYKQNAIEVLENNPYKLIEDVKGIGFQRADELGRKLGLGGNHPERLRAGVLFML 240
NTDB id 355 BSU 27480 NP 390625.1 HQGLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTL 237
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NTDB id 1147283 CKV90 RS07750 WP 011702312.1 DSVCMQQGHVYMEKEVLLGEVTYLLEES..EGIRIDQAILLQQVEKLAEEQKIITENTRVYMPSLYYSESGFAYHVKRML 318
NTDB id 355 BSU 27480 NP 390625.1 ETTCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIA 317
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NTDB id 1147283 CKV90 RS07750 WP 011702312.1 KQTEYQEQFPQSEFLLALGELEERIGVHYGDSQREALEQALMSPMLVLTGGPGTGKTTVIKGIVELYAELNGLSLDPHAY 398
NTDB id 355 BSU 27480 NP 390625.1 SQTEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAY 397
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NTDB id 1147283 CKV90 RS07750 WP 011702312.1 KDGATFPVLLAAPTGRAAKRMSESTGLPAMTIHRLLGMNGQEQMDDDAERLIDGRLLIVDEMSMVDIWLANQLFRALPAH 478
NTDB id 355 BSU 27480 NP 390625.1 KKDEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDH 477
consensus ! !!**!!!!!!!!!!!!!!!!!!!!*!!!!!!! !! ! * * *!*!*!!!*!! !!*!!!!!!*!!*!*! !

logo

I
MQI

V
I
V
I
LVGDEQDQLPSVGPGQVLKRDI

LLAHSEQQVIPTVARLSTDIYRQAKDEGSS I IVELMAHQYI
MKENGLMLPNTDNFLATAKNPSTAKDRSFFIHRCGTGVNSQI

NTDB id 1147283 CKV90 RS07750 WP 011702312.1 MQVVLVGDQDQLPSVGPGQVLKDILHSEQIPTVALSDIYRQKDGSSIIEMAHYIKEGMLPTDFAKNSADRSFFHCTVNQI 558
NTDB id 355 BSU 27480 NP 390625.1 IQIIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQI 557
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NTDB id 1147283 CKV90 RS07750 WP 011702312.1 GDVVEQVVKNAKNKGFRAKDIQVLAPMYRGPAGIDILNKKLQEIFNPNDTGRRKEVQFGEIKYRVHDKVLQLINQPEKNV 638
NTDB id 355 BSU 27480 NP 390625.1 KEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNV 636
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NTDB id 1147283 CKV90 RS07750 WP 011702312.1 FNGDIGEIVSIIYAKENTEKQDLIVVQFDQTEVSYYRQEFNQLTHAYCCSIHKAQGSEFPIVIMPIVRSYYRMLRRDLLY 718
NTDB id 355 BSU 27480 NP 390625.1 FNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLY 716
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NTDB id 1147283 CKV90 RS07750 WP 011702312.1 TGVTRSKQFLILCGEEEAFRMGVERVDENKRNTTLSERLMSEDVMLEQMTNKRILTTENITEIDPMIGMEGITPEQFMVG 798
NTDB id 355 BSU 27480 NP 390625.1 TAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDA.ELEALQKELPFSVHDANIGMEGITPFDFMKE 795
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