
logo MIKVL IVDDHALVRMGIRRLLEDLMSDVTDVVADAESGEQALAFYVKTHNSPDVI
VLLDMKMPGIDGWEVTRRLKKSTNPHNIKVIA

NTDB id 1147251 CKW04 RS15360 WP 058480023.1 MIKVLIVDDHALVRMGIRRLLEDLSDVTVVADAESGEQALAFVKTHNPDVILLDMKMPGIDGWEVTRRLKKSNPHIKVIA 80
NTDB id 1278 LPP RS13600 WP 011947563.1 MIKVLIVDDHALVRMGIRRLLEDMSDVDVVADAESGEQALAYVKTHSPDVVLLDMKMPGIDGWEVTRRLKKTNPNIKVIA 80
NTDB id 1262 GCO85 RS13310 WP 011947563.1 MIKVLIVDDHALVRMGIRRLLEDMSDVDVVADAESGEQALAYVKTHSPDVVLLDMKMPGIDGWEVTRRLKKTNPNIKVIA 80
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!*!!!!*!!!*!!!!!!!!!!!!!!!!!!!!*!!*!!!!!

logo VTAICSDPLPTRVLQLGAMGYLTKESGAEEMAAAIRKVAKGEKYLSAE IAQKMAINS ILQEPQNDSPFDLLSEREMQVMLMI
NTDB id 1147251 CKW04 RS15360 WP 058480023.1 VTAICSDPLPTRVLQLGAMGYLTKESGAEEMAAAIRKVAKGEKYLSAEIAQKMAINSIQEPQNSPFDLLSEREMQVMLMI 160
NTDB id 1278 LPP RS13600 WP 011947563.1 VTAICSDPLPTRVLQLGAMGYLTKESGAEEMAAAIRKVAKGEKYLSAEIAQKMAINSLQEPQDSPFDLLSEREMQVMLMI 160
NTDB id 1262 GCO85 RS13310 WP 011947563.1 VTAICSDPLPTRVLQLGAMGYLTKESGAEEMAAAIRKVAKGEKYLSAEIAQKMAINSLQEPQDSPFDLLSEREMQVMLMI 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!

logo TSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRI I EHPNNDL ISQEDED
NTDB id 1147251 CKW04 RS15360 WP 058480023.1 TSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRIIEHPNNLIQEE 219
NTDB id 1278 LPP RS13600 WP 011947563.1 TSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRIIEHPNDLSQDD 219
NTDB id 1262 GCO85 RS13310 WP 011947563.1 TSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRIIEHPNDLSQDD 219
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!**
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