
logo MLKS IG IKYQLR ITTL IPAFLVALLFAFFYNGVLQFGKDLEKQHYMSRLGEAYIRQLLPAAQYAMLKRNDYRTLQGL INASTINP
NTDB id 1147233 CKW04 RS06650 WP 083500025.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNVQFGKDLEQYMSRLGEAYIRQLLPAAQYAMLKNDYRTLQGLINASTINP 80
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINASTINP 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!

logo EVKALAFYNASDGQRL IAYRGGKHS ILHKPFNPPDYTGDYI ESKQINPFTINF IAP ITI
LPKFNLYSRSPTEFMKRENLPSTLPKS ISFQADD

NTDB id 1147233 CKW04 RS06650 WP 083500025.1 EVKALAFYNSDGQLIAYRGGKHSLHKPFNPPDYTGDYIESKQINPFTINFIAPITLPKFNLYSRPEMRNLPTLSSFQADD 160
NTDB id 1263 GCO85 RS09730 WP 080450539.1 EVKALAFYNADGRLIAYRGGKHSIHKPFNPPDYTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKELSTPKIFQADD 160
consensus !!!!!!!!! !! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!! *! * !*!* !!!!!

logo I LGWLS IDIDTQSLML ILKRYQML
MI IVTI F ITLFLGLLMGLTIHYFLSKQR IYLMP IARLRRSMKQI LTSNEFETE IKRVSSPGELGI

NTDB id 1147233 CKW04 RS06650 WP 083500025.1 ILGWLSIDIDTQSMLLKRYQMMIITIFITLLGLLMGLTIHYFLSKQIYLPIARLRRSMKQITSNEFETEIKVSSPGELGI 240
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ILGWLSIDIDTQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNEFETEIRVSSPGELGI 240
consensus !!!!!!!!!!!!!*!*!!!!!*!*!!!!!! !!!!!!!!!!!!!! !!*!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!

logo I EKGCAQHLQHRQYLNTVRDLNHHI E I
VATADLQQSLELLEEKNI ELSLEKKKTEEKSRQKSEF IANMSHE IRTPMNGVIGFT

NTDB id 1147233 CKW04 RS06650 WP 083500025.1 IEKGCQHLQHQYLNTVRDLNHHIEVATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFT 320
NTDB id 1263 GCO85 RS09730 WP 080450539.1 IEKGCAHLQRQYLNTVRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFT 320
consensus !!!!! !!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NVLLESTKLDPLQLDYVKTIKSTSAQDLLS I INDI LDFSKI
MDAGKLNLDC IPLVDIRGC I

VDEVLSLASPNAHKKGIDL IP ITD
NTDB id 1147233 CKW04 RS06650 WP 083500025.1 NVLLETKLDPLQLDYVKTIKTSAQDLLSIINDILDFSKMDAGKLNLDCIPVDIRGCVDEVLSLASPNAHKKGIDLIPITD 400
NTDB id 1263 GCO85 RS09730 WP 080450539.1 NVLLESKLDPLQLDYVKTIKSSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRGCIDEVLSLASPNAHKKGIDLIPITD 400
consensus !!!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo

I
V
D
NVPKMTVLGDPLR IKQI I SNLVTNAI

VKFTDHGYVL IVRTKI EQETDKDYTLLFIAS IASDTGIG I SPQEDQNTKLFTAFNQADTS I
NTDB id 1147233 CKW04 RS06650 WP 083500025.1 VDVPKTVLGDPLRIKQIISNLVTNAIKFTDHGYVLVRTKIEQETDKDYTLLISISDTGIGISQEDQNKLFTAFNQADTSI 480
NTDB id 1263 GCO85 RS09730 WP 080450539.1 INVPKMVLGDPLRIKQIISNLVTNAVKFTDHGYVLIRTKIEQETDKDYTLLFAIADTGIGISPEDQTKLFTAFNQADTSI 480
consensus * !!! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!! ! !!!!!!!*!!! !!!!!!!!!!!!!

logo TRRYGGSGLGLVICKKLCEEQMHGRI SLSTSE I
VNKGSTFNSAR IKVEKLMVAYE I EKNQI

THRFASHLKI ICFDDHNPSLHLEAI
L
C
GNG

NTDB id 1147233 CKW04 RS06650 WP 083500025.1 TRRYGGSGLGLVICKKLCEQMHGRISLSSEVNKGSTFNARIKVEKLMAYEIEKNQIHRFSHLKIICFDDHSLHLEALCNG 560
NTDB id 1263 GCO85 RS09730 WP 080450539.1 TRRYGGSGLGLVICKKLCEEMHGRISLTSEINKGSTFSARIKVEKLVAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNG 560
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!*!!*!!!!!! !!!!!!!!*!!!!!!!! !!! !!!!!!!!!**!!!!!**!!



logo LGFWGI EAC I
V
K
RVDNSFNTKNI

LSRS ITI
L
N
TKHKDECKTIAVF IMNVNQGCEQRQAAVEL IAKKHKPQTI

MPFVL I SKWP INDNFYASALGARGFLYKP I S I
NTDB id 1147233 CKW04 RS06650 WP 083500025.1 LGFWGIECVKVNSFTNISSTINKHKECTIVFMNVNQGCEQQAVELIKKHPTMPFVLISKWPINNYSALGARGFLYKPISI 640
NTDB id 1263 GCO85 RS09730 WP 080450539.1 LGFWGIEAIRVDSFNKLSRILTKHKDCKIAFINVNQGCERQAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISI 640
consensus !!!!!!!***! !! *! * !!!*! ! !*!!!!!!! !! !!! !!* *!!!!!!!!!!! * !!!!!!!!!!!!!!

logo QKLQDL I ES IANNEKNKQPTEDKHNSTANHQELDGTLREQLRFYLVHPEHI
LL IAEDNPVNKML ILTSLLKNENNQANITATVDDGEMAVKTACEDEKTKFD

NTDB id 1147233 CKW04 RS06650 WP 083500025.1 QKLQDLIESINNEKKPEDHSAHELDGLREQLRYVHPHLLIAEDNPVNKMLITSLLKEQANITAVDDGEMAVKACEETKFD 720
NTDB id 1263 GCO85 RS09730 WP 080450539.1 QKLQDLIESIANENQTEKNTNQELDTLREQLRFLHPEILIAEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFD 720
consensus !!!!!!!!!! !! *! ** *!!! !!!!!!**!!**!!!!!!!!!!!!*!!!! *!!!! !!!!!!!! !!!* !!!

logo

M
VI LLDLHQMPKLDNGLEQAASKMS IRQKSSLMNKHSTP IVL ITASSNSDLNSNSAIDEMKKQSGI

VDFLCYFLQKP I
V
D
EEKQLL IQI LR I IVDNKSTKTHAA

NTDB id 1147233 CKW04 RS06650 WP 083500025.1 VILLDLQMPKLDGLQASKSIRQSSLMNKHTPIVLITASSNDLNNAEMKQSGIDLYLQKPVEEKQLLIQILRIINKSTHAA 800
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MILLDLHMPKLNGLEAAKMIRQKSLMNKHSPIVLITASSSDLSSIDMKKSGVDFCFQKPIDEKQLLIQILRIVDKTKHAA 800
consensus *!!!!!*!!!! !! ! ! !!! !!!!!!*!!!!!!!!! !! *!! !!*! * !!!**!!!!!!!!!!!* !* !!!

logo IDWEQLCVQKVSGNQALAEEFLAKF I EELYKANRDEEF I EQLMHDQKNI
V
H
K
G
SLADALAHKLHGACCFCGVP I

VLQKKRVATQFLEKLAKRRT
NTDB id 1147233 CKW04 RS06650 WP 083500025.1 IDWELCVQKVSGNQALAEEFLAKFIEELYKARDEFIQLMHDKNIHSLADAAHKLHGACCFCGVPVLQKKVTQFEKLAKRT 880
NTDB id 1263 GCO85 RS09730 WP 080450539.1 IDWQLCVQKVSGNQALAEEFLAKFIEELYKNREEFIELMHQKNVKGLADLAHKLHGACCFCGVPILQKRVAQLEKLARRT 880
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!! !*!!! !!! !!** !!! !!!!!!!!!!!!!!*!!!*! ! !!!!*!!

logo

A
S
H
N
A
IDHNLANEAFATDEL IQS IDAVINSEYENQYSHQ

NTDB id 1147233 CKW04 RS06650 WP 083500025.1 SHIDHLNEAFAELIQSIDAVINEYENQYSH 910
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ANADNLAEAFTDLIQSIDAVISEYENQYSQ 910
consensus * !*! !!! *!!!!!!!!! !!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


