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NTDB id 1147229 CKW04 RS06210 WP 408607318.1 .....................MTNNKQIYLLIIGILMSLLTACSGDNSDLMKYIHDVKSRPGRAIEPIPQFSPLPIFRFP 59
NTDB id 1256 GCO85 RS04850 WP 011213356.1 MIIKNNQTLILGFFGNSLCTFLTSENFRKSLLTALLVLLLSACSGDNSDLVKYINEVKSRPGRPIEPIPKFAPLPIFRFP 80
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NTDB id 1147229 CKW04 RS06210 WP 408607318.1 DEENRRNPFKPIDTKKKNEGDAPDSKRPKQPLEAFPLDALKFVGILKQGSEIWALIKQPDHQVTRVRVGDYMGQNFGRVI 139
NTDB id 1256 GCO85 RS04850 WP 011213356.1 ENDDRRNPFKPIDQKKRNDIYAPDKKRPKQPLESFPLDALKFVGTLKKDNEIWALIRQPDGQISRVRVGDYMGQNYGRII 160
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NTDB id 1147229 CKW04 RS06210 WP 408607318.1 SITNTVIKLEETVRTTGKWEKQVTTIELDTGKQE 173
NTDB id 1256 GCO85 RS04850 WP 011213356.1 LIKNDLIKLEETVQKSGTWEKQSTTINLDTGKQE 194
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