
logo MRKTQAELHPRTAVINKATQKNQASKRARSDEALLTWLAAKNFPEASFDNSLR IRPLKIG IMKSDI LDQHYADEEKAAEAQAVGI
VSKSKLREAVVLV

NTDB id 1147219 CKW04 RS00780 WP 058480984.1 MRTQELHPRTAVINKTQKNQAKRARSEALTWLAAKFPESFDNSLRIRPLKIGIMKDILDYADEAAAAGISKSKLREAVVV 80
NTDB id 1286 LPP RS00740 WP 011212783.1 MRKQALHPRTAVINKAQKNQSKRARSDALLWLAANFPEAFDNSLRIRPLKIGIMSDILQHAEKAEQVGVSKSKLREAVVL 80
consensus !! ! !!!!!!!!!! !!!! !!!!!*!! !!!! !!! !!!!!!!!!!!!!!! !!! *!* ! !*!!!!!!!!!!*

logo FSTRRLDYLACLKAKREMVRIDNLFHGDNAPVAEVTEVEEAEHNAASLMKIKKR I
VEKSVKNARKQSMVNVASKASASNSHQQSLYTVNDNNQPYSYGTSVSSVKKPGMNSQS

NTDB id 1147219 CKW04 RS00780 WP 058480984.1 FSRRLDYLACLKAKEMRINLFGDAVAEVTVEEAEHAALKIKKRIEKSVKNARKSMVSKSSSQQLTNDNYYGSS...KGSQ 157
NTDB id 1286 LPP RS00740 WP 011212783.1 FTRRLDYLACLKAREVRIDLHGNPVAEVTEEEAENASMKIKKRVEKSVKNARKQVNAKAANHSYVNNQPSTVSSVKPMNS 160
consensus !*!!!!!!!!!!!*!*!! !*! *!!!!! !!!!*! *!!!!!*!!!!!!!!! * ! * ! ** !****
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VYPLRSSATYASQSQNSSVAQMTPPQSVANKASPASVI
VVKHKAPTKQFYDPDAVARLKAEKLGLS IRKAENDEKTKETATE

NTDB id 1147219 CKW04 RS00780 WP 058480984.1 HELQDESYSTVYPLRSSAYSQQSSQTPPVNKAPAVIVKHKATKQFDPDAVARLKAKLGLSIKANETKETAE 228
NTDB id 1286 LPP RS00740 WP 011212783.1 FDSHPEPLLPIYPLRSSTYASQNVAM.QSAKSPSVVVKHKAPKQYDPDAVARLKEKLGLSRKAEDKKETTE 230
consensus ** **!* **!!!!!! ! ! ** ! ! !*!!!!!*!!*!!!!!!!!! !!!!! !! * !!! !
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