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AERGTADKDTF I LKKENNAKNKLKRKQMLANLSKEEWRRVSYFQFLI F IKANTQTS

NTDB id 1147166 CKV83 RS11090 WP 026217003.1 MNFEKIEAAYELMLENIQLLQNQLTTNIYDAMIEQNMAYINSERTDKTILKNNANLKKMALSKEEWRRVYQFLFIKANQT 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!!!!!!!*!*!*!*!*!**!!*!**!!!*!!!!**!***!**!**!**!!**!****!!!!!!!!**!!*!!!!*!*
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NTDB id 1147166 CKV83 RS11090 WP 026217003.1 EPLQYNHQFTPDSIGFILSFIMDSLLSEEQLEILEIGSGTGNLANTLLNNSQKKLDYLGIELDDLLIDLSASMAEVMGAD 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
consensus **!!*!!!!!!!!!!!!*******!****!!*!*!!!!!!!!!!*!**!!!*!**!!*!!!*!!!!!!!!!!*!*!****

logo
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VHFVQGEDAVRPQLI LKPESDI

V I FI SDLPVGYFYPDNDRKIASQRFYSQLVAAKELGHTYAHHLLMAEQS ILKYLKSKGEGYLAI FLAPNVNDLLTSAEQ
NTDB id 1147166 CKV83 RS11090 WP 026217003.1 LHFVQGDAVRPQLLKPSDVIFSDLPVGYYPDDRIASRFSLAAKEGHTYAHHLLMAQSIKYLKSGGYAIFLAPNNLLTSAQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus *!!!!*!!!!!!*!!*!!*!*!!!!!!*!!*!*!!*!***!!!*!!!!!!!!!!*!!*!!!!**!*!!!!!!**!!!!*!

logo SSPLLKHKWLKQANENAVQTLI ILAMVVI SLPETALI FGKKQKESLNAIKS I FVFLQKKQDSEQEQKSQLEASFVYPLKTSDLQDPE I
VLRHRFSMQKSNFKKWAKSEEDNAVKF

NTDB id 1147166 CKV83 RS11090 WP 026217003.1 SSLLKHWLKAEAQLIAMVSLPETLFGKKELAKSIFVFQKQDEEKQEAFVYPLKSLQDPEILRHFSQSFKKWASENAK 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!!!*!!*******!**!!!!**!**!***!!!!!**!!*****!*!!!!!**!!!!!*!!*!***!!!!***!**
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