
logo MKKYI FLNLR I
TLRSLVLS I FLVVTTAL ITYTIVIYTLMVPRRQL I FKRNQDTPNYTNKMITAKTPADMSKADNYENTI FYERLMGYIDYYNDSTRKELRQAEKAS

NTDB id 1147156 CKV83 RS09895 WP 018373617.1 MKKYIFNRILRSLVSIFLVTTLIYTIVYTLVPRRQIFKNDTNYTKMTKTPDMKADYENTIFERMGYIDYYNSRELRAKAS 80
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERMGYIDYYDTKELQEKAS 80
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
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NTDB id 1147156 CKV83 RS09895 WP 018373617.1 EFDASVTVEGTSENKAIYEEYIKQLGNGWTLHQFQDSKQFYATRDVPVYQRVFEFYGNLFVIDHPWKVKDASNPDLKRGL 160
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SLDKSVTTKPTKENKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 325 STU RS16125 WP 002946410.1 SLDKSVTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 293 STER RS06925 WP 011681416.1 SLDKSVTTKPTKENKAVYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
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NTDB id 1147156 CKV83 RS09895 WP 018373617.1 SIENDPSVGWSVVGSGTKHKYLLYFNSKFPFIHQNFITMDLGTSYPTYQNLPVLQVITQGQGKKAMTEVTFPSGSTKSSS 240
NTDB id 476 HSISS4 RS06995 WP 013990225.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQSSEVNFPTGKK.VSS 239
NTDB id 325 STU RS16125 WP 002946410.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGKK.ISS 239
NTDB id 293 STER RS06925 WP 011681416.1 RIENDPAIGWSVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGKK.ISS 239
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NTDB id 1147156 CKV83 RS09895 WP 018373617.1 VDIYTRTYRSPEKADSQTIANFGKGDAYTATKTNYADPSMIVNSSIIGIVGVAIGYLLGLPLAVLMARYKGLRFDSISTG 320
NTDB id 476 HSISS4 RS06995 WP 013990225.1 VDIYSRTYKSPSQADARDRSYYG.DDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMARFKNTLFDSVSTG 318
NTDB id 325 STU RS16125 WP 002946410.1 VDIYSRTYKSPSQADARDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTIFDSVSTG 318
NTDB id 293 STER RS06925 WP 011681416.1 VDIYSRTYKSPSQADARDRSYYG.NDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTG 318
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NTDB id 1147156 CKV83 RS09895 WP 018373617.1 VLTFLMAMPSVATAYIVRTIGSSFFGLPNAFPILGASDPRSYVLPALILGILQTPGLAVWARRYLIDQQSSDYVRFARAK 400
NTDB id 476 HSISS4 RS06995 WP 013990225.1 ILTFLLSLPTIALVYIIRLIGSE.IGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAK 397
NTDB id 325 STU RS16125 WP 002946410.1 VLTFLLSLPTIALVYIIRLIGSE.IGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAK 397
NTDB id 293 STER RS06925 WP 011681416.1 VLTFLLSLPTIALVYIIRLIGSE.IGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAK 397
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logo GLSEKQE I SYNKHI FLKNAMVPS ILVASGVIPGAAS IVGSVIVTGATLTESTLI FAFYPGMGKMML IDSVKRASNSNSAMVVGLTVF I FSTSALTS I FASVLMLAV
NTDB id 1147156 CKV83 RS09895 WP 018373617.1 GLSEKEISYKHIFKNAMVPIVAGVPGAIVSVIVGATLTESLFAFPGMGKMMIDSVKASNSSMVVGLTFIFSSLSIFAVMA 480
NTDB id 476 HSISS4 RS06995 WP 013990225.1 GLSEQEISNKHIFKNAMVSLVSGIPASIVSVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALTIFSLLV 477
NTDB id 325 STU RS16125 WP 002946410.1 GLSEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLV 477
NTDB id 293 STER RS06925 WP 011681416.1 GLSEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLV 477
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logo GDI LMTMVI IDPR IKLTTSKKGGGKK
NTDB id 1147156 CKV83 RS09895 WP 018373617.1 GDILMTVIDPRIKLTTKKGGK 501
NTDB id 476 HSISS4 RS06995 WP 013990225.1 GDILMTMIDPRIKLTSKGGK. 497
NTDB id 325 STU RS16125 WP 002946410.1 GDILMTIIDPRIKLTSKGGK. 497
NTDB id 293 STER RS06925 WP 011681416.1 GDILMTIIDPRIKLTSKGGK. 497
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