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ALLASGAVGAVLAACGSGSKSNSGGSSTESNGSTTYSGYVYNTSTSDPESTLNDYLI LTTSNKTTGSPTSKETSAIVTVSTNLGVDGLLMENADKYGNLVP

NTDB id 1147155 CKV83 RS09890 WP 018373618.1 MQKRKMIALAGISLLAAGALAACGGKSSGGSSENSTYSYVYTTDPESLNYLLTNKTSTSEITSNLVDGLLENDKYGNLVP 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSS...TSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVP 77
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSN...TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 77
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSN...TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVP 77
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logo SLVAEDWKSVSQKDGLTYTYTKLIRKDGAVIKWYTVSDEGEEYADNVTAQKDFVATGLKYHAAEDGNSEKASGAGI
LY I

LVQNDS IKAGLDSADYVLKSGAETTNTKDFSTNV
NTDB id 1147155 CKV83 RS09890 WP 018373618.1 SLAEDWKVSKDGLTYTYTLRKDAKWYTVDGEEYADVTAQDFVAGLKYAAENEASALYIVQNSIKGLDAYVKGETTDFSTV 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNV 157
NTDB id 324 STU RS16140 WP 011226306.1 SVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNV 157
NTDB id 292 STER RS06940 WP 011681419.1 SVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNV 157
consensus !*!!!!*!!*!!!!!!!**!!**!!!!**!!!!! !!!*!!!*!!!*!!***!***!*!!*!!*!!**!**!***!!!*!

logo GVKAVIDEDHYTVLQYTLNKKQAPEPFYWNSKTTMYGNS ILLSFPVNQEEDFLTKANQKGDKKDFGTKASTDPSTTSLI LYNGPYFL ILSKASMLTPAKSS I EYLTVKNEHNYW
NTDB id 1147155 CKV83 RS09890 WP 018373618.1 GVKAVDDHTVQYTLNQAEPFWNSKTTMNILFPVNQEFLTAQGDKFGTATDPSTLLYNGPYLISAMTPKSSIEYTKNENYW 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 GVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYW 237
NTDB id 324 STU RS16140 WP 011226306.1 GVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYW 237
NTDB id 292 STER RS06940 WP 011681419.1 GVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYW 237
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LDRQNSYAKFNYSTSA
NTDB id 1147155 CKV83 RS09890 WP 018373618.1 DAENVKINEVKLTYYDGSDSDSLYKGFDEGAYTMARVFPNSSIYSDVKEKYGDNIVFSQQDSTTFYGLFNLDRQNYANTS 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSA 317
NTDB id 324 STU RS16140 WP 011226306.1 DKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTA 317
NTDB id 292 STER RS06940 WP 011681419.1 DKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTA 317
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logo KKTEDAESQEKTSDSTKAKAI
LLNKDFRQSAVITNFAFIDRTVKSAFYNQASQMSIVNGKDGAAETALGKALVRTNSLLFVPSTDFVSVADGGDTKNTFGDVLVETKEEKLMVSSYGSDEWASDG

NTDB id 1147155 CKV83 RS09890 WP 018373618.1 .KTEEQKSDTKAAILNKDFRQAVTFAFDRVSFNAQSVGKDGAEAKVRTSLVPSTFVSVDGTNFGDVVEKELVSYGSEWAD 399
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSG 397
NTDB id 324 STU RS16140 WP 011226306.1 KKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSG 397
NTDB id 292 STER RS06940 WP 011681419.1 KKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSG 397
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logo VQNFLDTADGSKQDGLYNVAEKAKATEFAKAKDETALTQAEDGVTQFP IHLDVLPTVLNDQSNSEKI
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NTDB id 1147155 CKV83 RS09890 WP 018373618.1 VQLDDGKDGLYNVEKAKAEFAKAKEALTAEGVTFPIHLDVPTLQSNEVLVASAQSFKDSIESTLGKDNVTIDLQMLDEDA 479
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDD 477
NTDB id 324 STU RS16140 WP 011226306.1 VNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDD 477
NTDB id 292 STER RS06940 WP 011681419.1 VNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDD 477
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NTDB id 1147155 CKV83 RS09890 WP 018373618.1 YNAASYFAENASQLNYDISISTGWGPDFEDPSTYLDIFDSSIKGSHSYVIGVDGGSDSAAAKTVGLNTYNDLLAKASSET 559
NTDB id 475 HSISS4 RS07005 WP 021143809.1 IQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPN.NAAAAQVGLKDYDALLDSAASET 556
NTDB id 324 STU RS16140 WP 011226306.1 LENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPN.NAAAAQVGLKDYDALLNSAASET 556
NTDB id 292 STER RS06940 WP 011681419.1 LENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPN.NAAAAQVGLKDYDALLNSAASET 556
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NTDB id 1147155 CKV83 RS09890 WP 018373618.1 ADITARYTNYAKAQAWLVDASIIIPYNSG.GATPSLRKIVPFTDAYGTVGNKHYPLTYKG.LELQAESVVAKDYEAARQK 637
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREK 635
NTDB id 324 STU RS16140 WP 011226306.1 SDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREK 636
NTDB id 292 STER RS06940 WP 011681419.1 SDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREK 636
consensus *!** !!**!!*!!!!!*!*!**!!***!*!!*!******!!!*!***!!*!*****!******!***!**!*!!**!*!

logo WLDKEKAKAESNKEKAQEKADLAEDKHVEK
NTDB id 1147155 CKV83 RS09890 WP 018373618.1 WLDEKAESNKKAQEALADHVE 658
NTDB id 475 HSISS4 RS07005 WP 021143809.1 WLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 WLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 WLKEKKESNEKAQKDLEKHVK 657
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