
logo MKTKKSKWLALAGVTALLSTGVGAVLAACGSGSGKSNSKSSSGDTNSNGDTTYSGYVYGNSTSDPESTLDYLIVTDSNHTSGTPTSKETSAIVVTNLGVDGLLMENADQKYGN
NTDB id 1147154 CKV83 RS09885 WP 018373619.1 MKTKKWLALAGVTLLTVGALAACGGGSSKSSSGDTNNDTYSYVYGTDPETLDYLVDNHSTTSEIVTNLVDGLLENDQYGN 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSS......TSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGN 74
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSN......TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGN 74
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSN......TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGN 74
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NTDB id 1147154 CKV83 RS09885 WP 018373619.1 FVPSIAEDWTVSKDGLTYTYKLRKDAKWFTSDGEEYADVTAHDFVAGVKYAADKNSSALYIIQNSIKGLDAYIKGETSDF 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LVPSVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDF 154
NTDB id 324 STU RS16140 WP 011226306.1 LVPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDF 154
NTDB id 292 STER RS06940 WP 011681419.1 LVPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDF 154
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NTDB id 1147154 CKV83 RS09885 WP 018373619.1 STVGVKAIDDHTVEYTLNAPEPFWNSKTTMGILFPVNEEFLKSQGDKFGIPTDPSTLLYNGAYLLSAITAKSSVEFTKNE 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SNVGVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNE 234
NTDB id 324 STU RS16140 WP 011226306.1 SNVGVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNE 234
NTDB id 292 STER RS06940 WP 011681419.1 SNVGVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNE 234
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NTDB id 1147154 CKV83 RS09885 WP 018373619.1 NYWDADKVSIENIKLTYDDGSNPENFIKNFTDGNYTMARVYPNTSSYSSVKEQYKDNIVYSQPGSATYYAMMNMGRTKYD 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NYWDKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYK 314
NTDB id 324 STU RS16140 WP 011226306.1 HYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYK 314
NTDB id 292 STER RS06940 WP 011681419.1 HYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYK 314
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NTDB id 1147154 CKV83 RS09885 WP 018373619.1 HTSKTTDEEKASTKAALQNKDFRQAISFAFDRKTFNAQSVGEDGAEKGIRNMVVPADFVTVGEKDFASLVEEQIVSYGSE 400
NTDB id 475 HSISS4 RS07005 WP 021143809.1 FSAKKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDE 394
NTDB id 324 STU RS16140 WP 011226306.1 YTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDE 394
NTDB id 292 STER RS06940 WP 011681419.1 YTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDE 394
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NTDB id 1147154 CKV83 RS09885 WP 018373619.1 WENVQLDDAQDGIYNVEKAKAEFAKAKEALEKEGVKFPIKLDVPIDQANTVRVQQAQSLKKSIEDALGSENVQIDLQMLD 480
NTDB id 475 HSISS4 RS07005 WP 021143809.1 WSGVNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLS 474
NTDB id 324 STU RS16140 WP 011226306.1 WSGVNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLS 474
NTDB id 292 STER RS06940 WP 011681419.1 WSGVNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLS 474
consensus !**!* *!*!!!*!!*!!!!*!!!!!!**!***!!*!!!*!!*!**!*****!*!*!!!!**!!**!!!*!!*!!***!*



logo

E
SDADI

Y
L
L
Q
E
A
N
V
ATYLYNANANADAQATEDYWDMI S INAGSSVAIGWGAPDFYQDPSTYLDI FDKTSTKSESGETNMTTKTYATF IMGI

Y
N
D
G
D
GT
PNSNEAVAAKAKQVGFLDKDYNDALLADNESAA

NTDB id 1147154 CKV83 RS09885 WP 018373619.1 EDAYLAATYYANNADQTDYDMSIASGWAPDFQDPSTYLDIFDTSKEGTMTYTIGINGGTNSEVAKKVGFDDYNALLAEA. 559
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SDDIQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDD.PNNAAAAQVGLKDYDALLDSAA 553
NTDB id 324 STU RS16140 WP 011226306.1 SDDLENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDD.PNNAAAAQVGLKDYDALLNSAA 553
NTDB id 292 STER RS06940 WP 011681419.1 SDDLENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDD.PNNAAAAQVGLKDYDALLNSAA 553
consensus *!*****!**!*!!***!*!*!****!*!!*!!!!!!!!!!*!**********!*** *!***!**!!**!!*!!!**!*

logo SKEETSTDLENAKVRYTDTRYAKQAQAWLVEDESSVLVIPYLVTSVGNYGATAPAGVVIRSKRTLVTPFSTVGSAYSAMLAQVGADKDNSSDSNRDFYFIKYLVKLPQDEEKTVVTVKEKQEYDEKQAS
NTDB id 1147154 CKV83 RS09885 WP 018373619.1 SKETDLEKRYTTYAKAQAWLVDESVVIPYVS.NYATPGVRKTVPFSVSYAAVGAKD..DRFFKYLKLQDETVTVEQYDKA 636
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQS 632
NTDB id 324 STU RS16140 WP 011226306.1 SETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQS 633
NTDB id 292 STER RS06940 WP 011681419.1 SETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQS 633
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NTDB id 1147154 CKV83 RS09885 WP 018373619.1 YETWKEEKAKSNAEAEKALADHVK 660
NTDB id 475 HSISS4 RS07005 WP 021143809.1 REKWLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 REKWLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 REKWLKEKKESNEKAQKDLEKHVK 657
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