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NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNN.......GKTTVSNVIYDTKSNTTKAVKNVKNTVV 73
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NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQ.....KTATTVTTSYKNSNSTTEAVDKVKDAVV 74
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NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SN.....NNSTITQTAYKNENSTTQAVNKVKDAVV 73
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SN.....NNSTITQTAYKNENSTTQAVNKVKDAVV 73
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NTDB id 381 SMU RS09890 WP 002262650.1 SVINYQKTDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSD 153
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NTDB id 425 SGO RS10525 WP 012131081.1 SVITYSESNSD.....AIFDNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTD 149
NTDB id 539 SM12261 RS09395 WP 000681587.1 SVITYSANRQN.....SVFGNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
NTDB id 256 KZH43 RS10270 WP 000681597.1 SVITYSANRQN.....SVFGNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGAD 148
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NTDB id 256 KZH43 RS10270 WP 000681597.1 TFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTA 228
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NTDB id 381 SMU RS09890 WP 002262650.1 SGRDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQ 392
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NTDB id 425 SGO RS10525 WP 012131081.1 SSSDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIK 386
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NTDB id 181 SPR RS10425 WP 000681597.1 SDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIK 383
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consensus *****!**!*****!**!*!******!*!*!**!!*!!**!*****!**!*!!*!!*******!**!*!!*****!**!*

logo LDSTNSKTSTSQDGDLNQSEHSE
NTDB id 381 SMU RS09890 WP 002262650.1 LTKTSQDLNH. 402
NTDB id 1147148 CKV83 RS09210 WP 018373568.1 LSSSTDDLQ.. 404
NTDB id 425 SGO RS10525 WP 012131081.1 LTKSTDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 LDKSSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 LNKSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 LNKSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 LNKSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 LNKSSGDLES. 393
consensus ! ****!!**

X non conserved

X similar

X ≥ 50% conserved


