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NTDB id 1147142 CKV83 RS07825 WP 051071085.1 ...................MMAAFIVPLPYYIESPGGAQDVRTVLSVDGKTDSKDGSYNFTYITMTPATFASLVHAWMTP 61
NTDB id 360 SMU RS02495 WP 002262039.1 MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLSKATPIQVLYAWLTP 80
consensus ********************* ! !!!!!*! !!!! !*!*!**! *! ! !!!!! *****!!* ***!!*!!
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NTDB id 1147142 CKV83 RS07825 WP 051071085.1 FTDVYSRNEVTGGASTEDFSRINAFYMETSQNMAEYQALTLAGEDITMDYLGVYVLQIMEDSTFRGILHIADTVTGVNGQ 141
NTDB id 360 SMU RS02495 WP 002262039.1 FTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKGVLNIADTVTGVNDK 160
consensus !!** ! ! !!! ! !* !!! !!!!!!!! ! ! !!*!!* * !*!!!!!!* !!!*!*!*!!!!!!!!!
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NTDB id 1147142 CKV83 RS07825 WP 051071085.1 RFESSQDLIDYVSKQDLGADVEVTFQSNGKTRTEKGQIIKLENGKNGIGIGLTDHTQVASSHDVAFSTAGIGGPSAGLMF 221
NTDB id 360 SMU RS02495 WP 002262039.1 TFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEFSTNGIGGPSAGLMF 240
consensus !*!! *!! !!! !! ! ! * ! ! *! !! *!!! !!!!!!!!!! !!! ! ! * * !!! !!!!!!!!!!!
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TLEKKVDNPKAKLNTNYQETAKLEQA
NTDB id 1147142 CKV83 RS07825 WP 051071085.1 TLSIYTQIADPDLRAGRHIAGSGTIEKDGTVGDIGGIDKKVVSAANSGAEIFFAPDNPVDEKILEVDPKAKNNYQTALEA 301
NTDB id 360 SMU RS02495 WP 002262039.1 TLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKKNPKALTNYQEAKQA 320
consensus !! !! !* *!!! !!*!!!*!!! !!*!!!!!! ! !! ! !*!!! ! !!! ! !!! !!! ! !
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NTDB id 1147142 CKV83 RS07825 WP 051071085.1 AKKINTDMVIVPVKTVQDAIDYLKNH 327
NTDB id 360 SMU RS02495 WP 002262039.1 AKKLGTKMKIVPVKNVQEAIDYLRKH 346
consensus !!!* ! ! !!!!! !!*!!!!!* !
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