
logo ML
K
N
AI LIATF ILFL I FGCLVIVVI

FHEFGHFYFFAKKRASGI LVREFAIGMGPKI FSAHRTGEKDGTLVYTIR I LPVLGGYVRMAGWGEDSTTE IKT
NTDB id 1147141 CKV83 RS07790 WP 026216912.1 MLNILAFIFIFGLIVVIHEFGHFYFAKKAGILVREFAIGMGPKIFSHRGEDGTLYTIRILPVGGYVRMAGWGEDSTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !**!**!**!!**!!!*!!!!!!*!!!**!!!!!!!!!!!!!!!!*!*!*!!!*!!!!!!!*!!!!!!!!!!!!*!!!!!

logo GQSAPASLTVLNGEKDGLKVTRR INLSQDKRQVDMQTSALPMNVTSAYDLEDRKLETITGLVI
L
D
GETKTYPEVHDHDATIVEEDGTEVLR IAPLKDVQY

NTDB id 1147141 CKV83 RS07790 WP 026216912.1 GQAASLTVNEDGLVTRINLSQKQVDMTSLPMNVTSYDLEDRLEITGLVIDETKTYPVHHDATIVEEDGTEVRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !**!!!!***!!*!*!!!!!**!!!*!*!!!!!!*!!!!!*!*!!!!!**!!!!!*!*!!!!!!!!!!!!*!!!!*!!!!

logo QNAS I LWGRVLMITNFAGPMNNF I LG I
V
V
L
T
VFTI I LVAFMVQGGVAQDTSTNQLLIRQVVAENGGAVAAQAVASGI

L
Q
KTGDAITVRAIGNDKYDPKI

V
S
T
K
DWEDDSVLVKE

NTDB id 1147141 CKV83 RS07790 WP 026216912.1 QNASILGRVMTNFAGPMNNFILGIVTFTILVFMQGGVADTSTNQLRVVEGGAVAAAGIQTGDAITRIGDYPISKWEDVVE 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!!!*!!**!!!!!!!!!!!!!***!*!!*!*!!!!*!!!!!***!**!!!****!**!!!!!**!*******!****!

logo AVLTRHESNTEQNKTFSDKAGLDTSLDSVTYVKKRHSDNGQTEKETVITSVTKPKQEKESNQGASYYF ILGVQSPGVI
LKTGLLKDKLIVFGGLFSQSMS

AWHEAGAFTAI LNAATLKNGI
L IVTRN

NTDB id 1147141 CKV83 RS07790 WP 026216912.1 AVTHSTENTSDALTLDVTY.KHDGQTKTVTVTPKKENGAYYIGVQPGIKTGLLDKLVGGLSSSWHAAFAILNALKNIIVR 319
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !****!***!****!*!!*****!!**!**!*!****!*!**!!*!**!!!!*!!**!!****!**!*!!!**!!**!**

logo

P
FSLDNQKLGGPVAI

MFQVMSSAEQAVSKEGSGLEI SMI LEDLLMAGLMLS INLGIVFNL IP IPALDGGKIV I
MNI LI EA IRRKPLKNKQEVI ESTYVITVLVAGAV

NTDB id 1147141 CKV83 RS07790 WP 026216912.1 PSLDQLGGPVAIFQVSSEAVKGGLESMLELLALLSINLGIVNLIPIPALDGGKIVINILEAIRRKPLKKEVESTVTVVGA 399
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus *!!**!!!!!!*!!*!**!***!!*!*!*!***!!!!!!!*!!!!!!!!!!!!!!*!!*!!!!!!!!**!*!!**!**!*

logo

V
A
F
VMI

V
L
VLMIAVTWNDIMRLAFF

NTDB id 1147141 CKV83 RS07790 WP 026216912.1 VFMILLMIAVTWNDIMRLF. 418
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
consensus **!**!!!!!!!!!!!!*!*

X non conserved

X similar

X ≥ 50% conserved


