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NTDB id 598 KW2 RS08500 WP 021037660.1 MRTAIDENNKIINLLELDRKELTGKFYCPSCHSELLIKNGQIKVLHFAHKSLKSCNLWLENESEQHLGLKKILYQWFKRT 80
NTDB id 1147135 CKV83 RS06045 WP 018374395.1 MLVAVNRFGRLVNTVSDKVTPDQAPFACPGCQSQVRFKKGKINRPHFAHATLAQCQFFTENESAEHLNLKGQLYRWARKS 80
NTDB id 155 SP RS04850 WP 000495909.1 MFVARDARGELVNVLEDKLE..KQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE 78
NTDB id 265 KZH43 RS04315 WP 000495911.1 MFVARDARGELVNVLEDKLE..KQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE 78
NTDB id 224 SPD RS04655 WP 000495911.1 MFVARDARGELVNVLEDKLE..KQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE 78
NTDB id 190 SPR RS04415 WP 000495911.1 MFVARDARGELVNVLEDKLE..KQAYTCPACGGQLHLRQGPSVRTHFAHKSLKDCDFFFENESPEHLANKESLYHWLKKE 78
NTDB id 495 SM12261 RS04415 WP 000495920.1 MFVARDSRGELVNVLEDKLE..KQAYTCPACGGQLRLRQGPSVRIHFAHKTLKDCDFSSENESPEHLENKEVLYHWLKKE 78
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NTDB id 598 KW2 RS08500 WP 021037660.1 D..KVEIERYLPELNQRPDLLVNDKIAIEIQCSHLSIKRLKERTENYKTHGFKVLWLMGKDLWLAEQVTELQKNLVYFSE 158
NTDB id 1147135 CKV83 RS06045 WP 018374395.1 QIDQISLEHCLPELGQIADLMLSGRIALEVQCSHLSVERLRERTKSYHSAGLEVLWLLGRKLWLKDSLTTLQRHFIYFSQ 160
NTDB id 155 SP RS04850 WP 000495909.1 T..KVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQ 156
NTDB id 265 KZH43 RS04315 WP 000495911.1 T..KVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQ 156
NTDB id 224 SPD RS04655 WP 000495911.1 T..KVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQ 156
NTDB id 190 SPR RS04415 WP 000495911.1 T..KVQLEYPLSELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGQKLWLKERLTRLQQGFLYFSQ 156
NTDB id 495 SM12261 RS04415 WP 000495920.1 A..EVQLEYLLPELKQIADVFVNGNLALEVQCSPLPQKVLKERSEGYRSQGYQVLWLLGKKLWLKERLTRLQQGFLYFSQ 156
consensus * ****!**!*!!*!**!*******!*!*!!!*!****!*!!***!***!**!!!!*!**!!!****!*!!****!!!*

logo NRMGFFHYLYVWELDEFSKEQGRKAKQI
K
VLRLKSYL IHYEQDLHRGRKI

L
I
Q
H
C
H
Y
L
Q
Q
T
I
E
KE I

FPSFYEGEHKQQGNRSL ILADECHI LRFTLPFYLKAQRKQEKLIAVSKHI
F
P
Q
T
G
T
V
F
K
S
K
M
Q
EDASKKDLI ISCDSRFYIARQQLYYRQSN

NTDB id 598 KW2 RS08500 WP 021037660.1 NRGFFYWELDFQRKKLRLKSLIHEDLRGRIICLQEEIPFGKGRLIAHLRLPYLAQKLVKIPTFKDSKLSSFIRQQLYYQS 238
NTDB id 1147135 CKV83 RS06045 WP 018374395.1 NRGFHLWELDEQKAILRLKYLIHEDLHGKIQHLTEEFPFEEQNLLDCLRTPFKQQELAHFQGKMDAKIIDYIAQQLYYRN 240
NTDB id 155 SP RS04850 WP 000495909.1 NMGFYVWELDKEKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKRQKISHFTVSEDKDICRYIRQQLYYQN 236
NTDB id 265 KZH43 RS04315 WP 000495911.1 NMGFYVWELDKGKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQN 236
NTDB id 224 SPD RS04655 WP 000495911.1 NMGFYVWELDKGKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQN 236
NTDB id 190 SPR RS04415 WP 000495911.1 NMGFYVWELDKGKQVLRLKYLIYQDLRGKLHYQIKEFSYGQGSLLEILRLPYKKQKISHFTVSEDKDICRYIRQQLYYQN 236
NTDB id 495 SM12261 RS04415 WP 000495920.1 NMGFYVWELDSEKQVLRLKYLIHQDLRGKLHYQIKEFPYGHGSLLEILRFPYKKQKISHFTVSQDKDICRYIRQQLYYQN 236
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NTDB id 598 KW2 RS08500 WP 021037660.1 PKWMKIQEKYYQKGENLLTKKFEGPY..IAPLGLNLLENFTDEMTITTFTQIDQNVKLYYENFLINFQ...RNSLEMLYP 313
NTDB id 1147135 CKV83 RS06045 WP 018374395.1 PKWLAKQEKCYAQGDNLLTQSLADFYPQIQPVK............GKHLTQVRQDLSAYYAHFQKYYENLEDKSRQTLYS 308
NTDB id 155 SP RS04850 WP 000495909.1 LFWMKEQAEAYQKGENILTYGLKEWYPQIRPIV............GKF.FQIEQDLTSYYQHFYTYYQKNPQNDWQKLYP 303
NTDB id 265 KZH43 RS04315 WP 000495911.1 LFWMKEQAEAYQKGENILTYGLKEWYPQIRPIV............GKF.FQIEQDLTSYYQHFYTYYQKNPQNDWQKLYP 303
NTDB id 224 SPD RS04655 WP 000495911.1 LFWMKEQAEAYQKGENILTYGLKEWYPQIRPIV............GKF.FQIEQDLTSYYQHFYTYYQKNPQNDWQKLYP 303
NTDB id 190 SPR RS04415 WP 000495911.1 LFWMKEQAEAYQKGENILTYGLKEWYPQIRPIV............GKF.FQIEQDLTSYYQHFYTYYQKNPQNDWQKLYP 303
NTDB id 495 SM12261 RS04415 WP 000495920.1 PIWMKEQAEAYKKGENLLTYGLKEWYPQIRPLV............GNF.CQIEQDLIRYYLYFQTYYQENPQNDWQMLYP 303
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NTDB id 598 KW2 RS08500 WP 021037660.1 PRSYAIMGKQKKEK 327
NTDB id 1147135 CKV83 RS06045 WP 018374395.1 PAFYERMTRDM... 319
NTDB id 155 SP RS04850 WP 000495909.1 PAFYQQYFLKNMVE 317
NTDB id 265 KZH43 RS04315 WP 000495911.1 PAFYQQYFLKNMVE 317
NTDB id 224 SPD RS04655 WP 000495911.1 PAFYQQYFLKNMVE 317
NTDB id 190 SPR RS04415 WP 000495911.1 PAFYQQYFLKNMVE 317
NTDB id 495 SM12261 RS04415 WP 000495920.1 PAFYQQYFLKNMVE 317
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