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NTDB id 1147128 CKV83 RS04410 WP 018372784.1 ..MEGFKYSILASGSTGNAFYLESDQKKILVDAGLTGKKVEQLLNEIGRSAADLDAIFITHEHSDHVKGVGILARKHGLD 78
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus ** !!*!!!!!!!!*!! !!!!**!!*!!*!!!!*!!!* !!* !! ! !*!!! *!!!! !!**!!!*!!!!*!!!
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NTDB id 1147128 CKV83 RS04410 WP 018372784.1 LYANEQTWKIIDEKNLIGAVPNEQKHIFQRDSMRVFGDLDIASFAVSHDAVAPQFYRFMKDGKSFVMLTDTGYVSDRMVG 158
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMAD 158
consensus *!!! !! *!** *!! ** !!!!! !!!*!! !!*!!!!! !!!!! !!!!!!!!*!!!!!!!!!!!
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VRSTLGNKTKKIYLGHLSKENNI

VKELAHMTMVFKN
NTDB id 1147128 CKV83 RS04410 WP 018372784.1 MIENADGYLIEANHDIEILRAGSYPWKTKQRILSDVGHLCNEDGAEAMIRSLGNKTKKIYLGHLSKENNIKELAHMTVFN 238
NTDB id 383 SMU RS06875 WP 002262928.1 LIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKN 238
consensus *!!!!!!!!!! !!!!!!!! ! !!! !!!!!!! !!!*!*!!!! !*!*!!!!!!!!!!!!!!!!!!*!!!!!!!* !
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A
QLAMQADLMARVDGHTDFHKI

LYDTSPDTALTAPLATDKI
NTDB id 1147128 CKV83 RS04410 WP 018372784.1 QLAQADMRVGTDFHLYDTSPDTATALTDI 267
NTDB id 383 SMU RS06875 WP 002262928.1 ALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus ! !!!* ! *!!**!!!!!!!! *! !
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