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NTDB id 1146949 CKV66 RS10095 WP 085362843.1 ..MPAQPFNPLTIPISGTSLIEASAGTGKTYGIAALFTRLIVLEKMPVESVLVVTFTKAATAELKTRLRARLDDVLSVLE 78
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NTDB id 1146949 CKV66 RS10095 WP 085362843.1 NVPD....AAHHSDGLAAYCAQHHEGDVFLPNLLEAALQQESQERLTVRLKAAISRFDNAAIYTIHGFCQRLLRDYAFFC 154
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
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NTDB id 1146949 CKV66 RS10095 WP 085362843.1 QAPFDVELTEDTRERLLVPAQDFWRENVSHNPLLAKLVFEHRHTPETMLSEIKSFIGRPYLAFRRPESNIETAQKTLAEC 234
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETS 240
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NTDB id 1146949 CKV66 RS10095 WP 085362843.1 WENIRAQLPELAQTFWTIHPVLNGNKYRKNTFQSVFALLEAAAESNTLPS....NHDKLPLFAADALEAATKKTAAPDTA 310
NTDB id 1132 OK783 RS01905 WP 010951035.1 WQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPDAA 320
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NTDB id 1146949 CKV66 RS10095 WP 085362843.1 AFARLNILARLGECFNGLAEAEQNTLIQLQLDMLQYIGNALEAEKKSRRERSFDDLLLDVYHALIRSPHREQLAQTVAAV 390
NTDB id 1132 OK783 RS01905 WP 010951035.1 VFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPARAVAEN 400
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NTDB id 1146949 CKV66 RS10095 WP 085362843.1 WKAALIDEFQDTDPLQYEIFKQLFIRQGNPLFLVGDPKQAIYSFRGADIYAYMQAAEDADARYTLTTNFRSHAKLINGIG 470
NTDB id 1132 OK783 RS01905 WP 010951035.1 WEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIGSIG 480
consensus ! !!!!!!!!!!!!!!!!! *!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!! *!!!! !!*!!!! !! !!

logo ALFKRLQKEHRPFVLDENS IDGYASDEVGNAARASESRLNSPKPKRPTAVQS ILRWLHNEHENDTDNEGGKAGNKDAVLRRSRAADNYCADE IAARAVLNDEAASAGGRLNFY
NTDB id 1146949 CKV66 RS10095 WP 085362843.1 ALFKQKHRPFVLDSIDYADVNAARSESRLNPPKTAVSIRWLNHETDGGGNKDALRSRAADNCADEIAAVLNDAAAGRLNY 550
NTDB id 1132 OK783 RS01905 WP 010951035.1 ALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGRLNF 560
consensus !!!* !*!!!!!* ! ! *! !!! !!!! !***!! *!!!** *!!! !! !!!! !!!!!! !!*! *!!!!*



logo

K
Q
D
K
NTAGPAR

VPLQSGDQIAVLVRTHNEAGQVMIASAKALKKQRNQI
VQSVLLQSRESVFASEPEAAEALVDSAL IGFWLEQPQRRATEGTLRFVLGTGSGI

NTDB id 1146949 CKV66 RS10095 WP 085362843.1 QKNTAGPAVPLQSGQIAVLVRTHNEGQMIAKALKQRNIQSVLLQRESVFASEEAEAVDALIGFWLQPQRTETLRFVLGGI 630
NTDB id 1132 OK783 RS01905 WP 010951035.1 KD......RPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSG 634
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NTDB id 1146949 CKV66 RS10095 WP 085362843.1 LFRYTAAMLHELNRNETALLSWINSAQTAAEVWQQHGIYAAMQHFAAEHGIEARLLSRGSTRSLTNYHQLIERLAEEDEQ 710
NTDB id 1132 OK783 RS01905 WP 010951035.1 IFGYDAQQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQ 714
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NTDB id 1146949 CKV66 RS10095 WP 085362843.1 SRSPAALREWLKNQIQTAQNAEHPKGENNLLRLESDENLVKIVTMHAAKGLQYPLVYCPFVWDAKENNLKGWQILHRSHQ 790
NTDB id 1132 OK783 RS01905 WP 010951035.1 NRNPAALHKWLRDQISLAGN...NGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGAN 791
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NTDB id 1146949 CKV66 RS10095 WP 085362843.1 TTELLHEKQLDDADRNQLADENLSENLRLLYVALTRAEEHLVIYAAYCSNTPDNTFAYLLEGTADSRRADIAAAYTAAKK 870
NTDB id 1132 OK783 RS01905 WP 010951035.1 RAELLAKAQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYAC.EK 870
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NTDB id 1146949 CKV66 RS10095 WP 085362843.1 EAATMLKNNWQRFIGNAPADTDFSFTDTPPEQAVYRLPPVSDGLYQAAGVSARPFEFIRHTSFTGLSRHTRNTDEHTREE 950
NTDB id 1132 OK783 RS01905 WP 010951035.1 DGITMLKRNWRRVADNAPAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGE.ED 949
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NTDB id 1146949 CKV66 RS10095 WP 085362843.1 LQPAIDTAETATDAPLSAMPSEHTDTRSIHTFPRGASAGVCLHEILETFDFGSPAAAQSETVAATLEHYGFDAGWLPAVT 1030
NTDB id 1132 OK783 RS01905 WP 010951035.1 ACPSLDAAETSVPAMPSET.PTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVA 1028
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NTDB id 1146949 CKV66 RS10095 WP 085362843.1 AMLDHTRLSPLDGQTALADIPATQRLAEMGFTLFMHDFTLNRLQQWFAETEHGLPAECATAAKLLDFNDVNGFLNGFIDM 1110
NTDB id 1132 OK783 RS01905 WP 010951035.1 EMAEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDM 1108
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NTDB id 1146949 CKV66 RS10095 WP 085362843.1 VCRDSDGLVTVIDYKSNHLGYTAEDYTQAAMNEAVAHHHYYLQALIYAIATARHFASRQQPLHTVAVRYLFLRGLDGSGN 1190
NTDB id 1132 OK783 RS01905 WP 010951035.1 VCQDPDGNICIIDYKSNHLS....AYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKG. 1183
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NTDB id 1146949 CKV66 RS10095 WP 085362843.1 NGIWSWNIDTALLREWL 1207
NTDB id 1132 OK783 RS01905 WP 010951035.1 GGVWRWDIDAAALEQIK 1200
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