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NTDB id 1146946 CKV66 RS08895 WP 085363075.1 ..MSYDDLNQAAADAAVAMLRRHAPEEAEVVEPYVFKLFAALQEGHAYIWLEEHEARSLQRAQSVAGNSGDTPLILAGRK 78
NTDB id 1134 OK783 RS03985 WP 010358120.1 MELQTDEFAQAAARAAIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVGT.SAAPLILEGRR 79
consensus *** !* !!!! !!* ! !*!* !!* ** *!! !!! !! *! ! *!! ! *! ! * !!!! !!*

logo LFLGR I
MWQLERYDLAAE IKVRLAAGAAGTVPSAPPVDAWALGQAGRQRNLAEAKWFGQGLAEGSENGQRDAAALALLKQFPFML

VI STGGPGTGKTTTVAKLL
NTDB id 1146946 CKV66 RS08895 WP 085363075.1 LFLGRIWQLERDLAAEIVRLAGAAVPPVDWLQAGRNLEAWFGLEGSNGQRDAAALALLKPFMLISGGPGTGKTTTVAKLL 158
NTDB id 1134 OK783 RS03985 WP 010358120.1 LFLGRMWQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKLL 159
consensus !!!!!*!!!! !!!!!! !!!*!* ***! ! !! !! !! !!!!!!!!!!! *!!*!*!!!!!!!!!!!!!!!
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NTDB id 1146946 CKV66 RS08895 WP 085363075.1 GLLCGHAGKLPRIALAAPTGKAAAHMARALHKALATFDLPDAVRNHLLQLEGQTVHRLLKLRPPQMLPLFDRDQPLPLDI 238
NTDB id 1134 OK783 RS03985 WP 010358120.1 ALICGENENLPHIALAAPTGKAAAHMARALHRSINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFDV 239
consensus *!*!!* !!*!!!!!!!!!!!!!!!!!!!* * !! !*!!! !!! !!!!!!!!!!!! !! ! * !!* !!! !*
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VLLGDENQLPSVGAIGAVLSEVLASQKTVLDTAGEATAHQERLAEAGFMLPEQHGFSTVASAEHNAPPLVL
NTDB id 1146946 CKV66 RS08895 WP 085363075.1 LIIDEASMLDIALLLQLLQAVPSGCRVVLLGDENQLPSVGAGAVLSELAQKTVLTAEAAQELEAMLPQHGFTVAEHAPLL 318
NTDB id 1134 OK783 RS03985 WP 010358120.1 LIVDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEHGFSVSANPPVL 319
consensus !!*!!!!!!! !!*!!!! !!**!*!!*!!!!!!!!!!!! !!!!! ! !!!!! *! *! ! * !! !!!*! **!*!
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NTDB id 1146946 CKV66 RS08895 WP 085363075.1 AENVARLQVSHRFGDDSGIGCLARAVAAENADEAWAQFARFPDVLEVRAGSGKQQAEELYRCQQRYWQAVDAGDVAAAFQ 398
NTDB id 1134 OK783 RS03985 WP 010358120.1 AQNTAHLSFSHRFGDNSGIGCLARAAVS.GDEGAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAAYA 398
consensus ! ! !*! !!!!!! !!!!!!!!! * * !!! ! !!!! !!* *!* ! !!!** !!!!! ! * !!*
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NTDB id 1146946 CKV66 RS08895 WP 085363075.1 HQGDAVVLAARRDDAQAFNEEYRRCLQRHRRSHADAPWFAGQVVMVSRNDYALDVFNGDIGLILPDDEQPDVLAAYFPVA 478
NTDB id 1134 OK783 RS03985 WP 010358120.1 GISDIVVLAAWRQDAEDFNEAYCSYVRRKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYFADA 478
consensus * ! !!!!! ! !! !!! !* ** !* * **!!! **!* !!!!!**!!!!!!!!**! * !!!!!* !
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VALVSCRLPEVFHEPTAFAMTVHKSQGSEYHREVWLLPPRSDQAEPASDGEGDDANALHSGLNSKAELLYTAITRAREKRFVFFWGGKEKTVFCQQT
NTDB id 1146946 CKV66 RS08895 WP 085363075.1 GSYRKIALSRLPVHETAFAMTVHKSQGSEYHEVWLLPPRQAEAG....NAHGLNKALLYTAITRARERFVFWGGKEVFQT 554
NTDB id 1134 OK783 RS03985 WP 010358120.1 DGFKKVAVSCLPEFEPAFAMTVHKSQGSEYREVWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKTFCQ 558
consensus **!*!*!*!! *!*!!!!!!!!!!!!!!*!!!!!!! !* **** *!! ! !!!!!!!!!!!*!!!*!!! !*
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NTDB id 1146946 CKV66 RS08895 WP 085363075.1 ACTLNERRRSALREMIQSNGLLAG 578
NTDB id 1134 OK783 RS03985 WP 010358120.1 AVNTVKVRQTALGSMLERVFSQE. 581
consensus !* ! *!! !* *
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X ≥ 50% conserved


