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NTDB id 1146936 CKV66 RS04660 WP 085364404.1 MRKPY.AVNYSKKSAQQGFSLFIVLMVMIVVAFFVVSVTQSYNTEQRISTNDADRKFAAALAEAALRAGEKQIAEF.... 75
NTDB id 1139 NGFG RS02435 WP 003687918.1 MRKQNTLTGIPTSDGQRGSALFIVLMVMIVVAFLVVTAAQSYNTEQRISANESDRKLALSLAEAALREGEFQVLDLEYTA 80
consensus !!!* * * *! ! !!!!!!!!!!!!! !!* !!!!!!!!!! !* !!! ! !!!!!!! !! !* * ****
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NTDB id 1146936 CKV66 RS04660 WP 085364404.1 DGEITFTDDCKDAKCRAAGS......VEGSFGGIVVTGNSSVEAWRRSD....GGSKSKLYIDTNGAKLP..NSGASQQP 143
NTDB id 1139 NGFG RS02435 WP 003687918.1 DSKVTFSENCEKGLCTAVNVRTNNNGNEEVFGNIVVQGTPTVEAVKRSCPAKSGKNSTGLCIDNQGVEYEKGTGNVSKMP 160
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NTDB id 1146936 CKV66 RS04660 WP 085364404.1 RYIIEYISTQNDGSVIYRVTAKAWGKNANTVVVLQSYVSAG... 184
NTDB id 1139 NGFG RS02435 WP 003687918.1 RYIIEYLGEKNN.QNIYRVTAKAWGKNANTVVVLQSYVGNNDEQ 203
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