
logo

MMS
TPEHTQRKLQLKITDTVASAKKLDEKLNLHTAPWDLVAVLHLPLRYEDETHIMP IKDAP IGVPCQVEGEIV I

T
H
LQEVQTFKPRKQL IVVQI

NTDB id 1146930 CKV66 RS03070 WP 085363351.1 .MTPEHQKLLKITDTAAKKLEKLNLHTPWDVALHLPLRYEDETHIMPIKDAPIGVPCQVEGIVTLQEVQFKPRKQLVVQI 79
NTDB id 1095 KZH42 RS10215 WP 002225638.1 MMSPETRKQLKITDVSAKKLDKLNLHTAWDLVLHLPLRYEDETHIMPIKDAPIGVPCQVEGEVIHQEVTFKPRKQLIVQI 80
consensus *!*!!* ! !!!!! !!!!*!!!!!!*!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! *!!! !!!!!!!*!!!

logo

A
QDDGSGSVLFLRF IHFYAPSHQKQMTAQVGKR IRAVGE IKHGFYGDEMIHPKIRDADEGNGSGSLAESLTPVYPTVNGLNQPTLRR I IV

NTDB id 1146930 CKV66 RS03070 WP 085363351.1 QDDSGSVLFLRFIHFYPSHQKQMAQGKRIRAVGEIKHGFYGDEMIHPKIRDADNSSLAESLTPVYPTVNGLNQPTLRRIV 159
NTDB id 1095 KZH42 RS10215 WP 002225638.1 ADGSGSVLFLRFIHFYASHQKQTAVGKRIRAVGEIKHGFYGDEMIHPKIRDAEGGGLAESLTPVYPTVNGLNQPTLRRII 160
consensus ! !!!!!!!!!!!!!*!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!!!!!!!!*

logo QTALDEAVLTPLHDTLHPDAELLCGRLKLPHLAESLRLLHASPPPDSFYSTIHRQLSDGTLPAWQRLKFDELLAQQLSMRLARQKRIGSGQTA
NTDB id 1146930 CKV66 RS03070 WP 085363351.1 QTALEALPLHDTLHDELLGRLKLPHLAESLRLLHAPPPDYSIRQLSDGTLPAWQRLKFDELLAQQLSMRLARQKRISGQA 239
NTDB id 1095 KZH42 RS10215 WP 002225638.1 QTALDVTPLHDTLPDALLCRLKLPHLAESLRLLHSPPPSFTIHQLSDGTLPAWQRLKFDELLAQQLSMRLARQKRIGGTA 240
consensus !!!!* !!!!!! ! !!*!!!!!!!!!!!!!!! !!! **!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !

logo

A
S
A
PLGHGDTGETLWSTGQAKLLRNQALPFASLTDQAQEQKRVLVASE ICRARDMAQQTHYPMHRLLQGDVGSGKTIVAALASALTAI

VEASGASQVAVMAPTE I
NTDB id 1146930 CKV66 RS03070 WP 085363351.1 SPLHGTGEWSGKLLNALPFSLTQAQQRVLAEIRADMQQTHPMHRLLQGDVGSGKTIVAALAALTAVEAGSQVAVMAPTEI 319
NTDB id 1095 KZH42 RS10215 WP 002225638.1 AALGGDGTLTQALRQALPFALTDAQEKVVSEICRDMAQTYPMHRLLQGDVGSGKTIVAALSALTAIESGAQVAVMAPTEI 320
consensus *!*! ! * ! *!!!! !! !! *!* !!* !! !!*!!!!!!!!!!!!!!!!!!!! !!!!*! ! !!!!!!!!!!

logo LAEQHFYI
LKFKQWFLEPLGI

L
E
SVAVRWLFSGSLQRKKAKDEEQANKAAKLASDNGLSAVKP IAVGTHALFQSDEDGVAQFHNLGLTVIVDEQHRFGVAQRL

NTDB id 1146930 CKV66 RS03070 WP 085363351.1 LAEQHYLKFKQWFEPLGLSVAWLSGSQRKKAKEQNKAALSNGLAPIAVGTHALFQEDVQFHNLGLVIVDEQHRFGVAQRL 399
NTDB id 1095 KZH42 RS10215 WP 002225638.1 LAEQHFIKFKQWLEPLGIEVVRLFGSLRKKAKDEAKAKLADGSVKIAVGTHALFSDGVAFHNLGLTIVDEQHRFGVAQRL 400
consensus !!!!!**!!!!! !!!!* ! ! !! !!!!!* !! ! ! *!!!!!!!!! * ! !!!!!! !!!!!!!!!!!!!!

logo ALKNKGQRDEVHQLMMSATP IPRTLAMSFFADLDVSVIDELPPGNRTP IKQTRLVNNSLVRRAPEVEGFVLGNTCRKGRQAVYWVCPL I
NTDB id 1146930 CKV66 RS03070 WP 085363351.1 ALKNKGQDVHQLMMSATPIPRTLAMSFFADLDVSVIDELPPNRTPIQTRLVNSLRRPEVEGFVLNTCRKGRQVYWVCPLI 479
NTDB id 1095 KZH42 RS10215 WP 002225638.1 ALKNKGREVHQLMMSATPIPRTLAMSFFADLDVSVIDELPPGRTPIKTRLVNNVRRAEVEGFVLGTCRKGRQAYWVCPLI 480
consensus !!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!! *!!*!!!!!!! !!!!!!! !!!!!!!

logo EESETLQLQTAATETLQAARLQTALPELNS IGLVHGRMKAAEKAEQVMAERFASASGGRLNVLVATTVI EVGVDVPNAASLMVI EHAERM
NTDB id 1146930 CKV66 RS03070 WP 085363351.1 EESETLQLQTATETQAALQTALPELSIGLVHGRMKAAEKAQVMAEFAAGRLNVLVATTVIEVGVDVPNASLMVIEHAERM 559
NTDB id 1095 KZH42 RS10215 WP 002225638.1 EESETLQLQTAAETLARLQTALPELNIGLVHGRMKAAEKAEVMARFSSGGLNVLVATTVIEVGVDVPNAALMVIEHAERM 560
consensus !!!!!!!!!!! !! ! !!!!!!!! !!!!!!!!!!!!!! !!! ! ! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!



logo GLAQLHQLRGRVGRGAAAESTVCVLLFAEPLGSELAKARLKVIYEHTDGFE IARQDLNIRGPGEFLGARQSGVPMLRFAKNLEE
NTDB id 1146930 CKV66 RS03070 WP 085363351.1 GLAQLHQLRGRVGRGAAASTCVLLFAEPLSELAKARLKVIYEHTDGFEIARQDLNIRGPGEFLGARQSGVPMLRFANLEE 639
NTDB id 1095 KZH42 RS10215 WP 002225638.1 GLAQLHQLRGRVGRGAAESVCVLLFAEPLGELAKARLKVIYEHTDGFEIARQDLNIRGPGEFLGARQSGVPMLRFAKLEE 640
consensus !!!!!!!!!!!!!!!!! ! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!

logo DLHLLEKQARE I
TAPMQL I EEQNPDE IVEAHLANRWLASGSREGYLGV

NTDB id 1146930 CKV66 RS03070 WP 085363351.1 DLHLLEKAREIAPQLIEENPDIVEAHLNRWLASREGYLGV 679
NTDB id 1095 KZH42 RS10215 WP 002225638.1 DLHLLEQARETAPMLIEQNPEIVEAHLARWLSGREGYLGV 680
consensus !!!!!! !!! !! !!! !!*!!!!!! !!! !!!!!!!

X non conserved

X similar

X ≥ 50% conserved


