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NTDB id 1146929 CKV66 RS03005 WP 085363341.1 MLYLYQSNRLEDLAALFTRVHSLQPPENPFEAEEIVVQSQGMRRYLNTYLARETGIAANLNFSLPAGLAWQLMRRFIPGI 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI 80
consensus ! !!!!!!!!! !!!!! !** * !* ** *! !!!!!!!!!!!!!!*!!!* !*!!!! !!!!!!! ! !!** !!!!
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NTDB id 1146929 CKV66 RS03005 WP 085363341.1 PALSPFAPEVMRWRLLGLFQSQDFQTASEYLPAREALQSYLDSGNTAAYQLAGQLADIFDQYLVYRPQWIDAWQQGKSMG 160
NTDB id 1133 OK783 RS06970 WP 010951252.1 PELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILG 160
consensus ! !!!!!!!!!!!!!! !! ! *!! * !* * ! !! !! !! *! !!!!!!!!!!!!!!!!!!!!!!!!!!!!* *!
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NWQASKVLWRFYLDDGRSQHSATPHRVAGLWERKQLLADASLDKPDQHKLPERRYCFVFGIASTMAPMYLQLLHQAKLASEHCDVFHI

VFALNPSGSGM
NTDB id 1146929 CKV66 RS03005 WP 085363341.1 LGSDENWQAVLWRFLDDGSQHTPHRVGLWRQLLDSLDPQHLPRRYCVFGIATMAPMYLQLLQALAEHCDVHIFALNPSSG 240
NTDB id 1133 OK783 RS06970 WP 010951252.1 LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPSGM 240
consensus !! !! !! !!!*!!!! !* !!!!*!! !! !!* *!! !!*!!!! !!!!!!!!!!* ! !!!!!**!!!!!!
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NTDB id 1146929 CKV66 RS03005 WP 085363341.1 YWGNVIEAAQILQQEDDADLSLSGHPLLASLGKQGRDFFDALTDIPKHEI.SVFDEEPFQTAPPTLLQRLQYDIQTLSMP 319
NTDB id 1133 OK783 RS06970 WP 010951252.1 HWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFEE....GGRDTLLHALQTDIQNLKMP 316
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logo SENPVGNGSLVPQPDGLTDSDGS ICQAIVSAHSPLRELHQI LKDKLLKQI
VLDHEQHPDWQPHDIAVLTPDNI EPYSTPF I EAVFGQAQQAPGASQRALP

NTDB id 1146929 CKV66 RS03005 WP 085363341.1 SENPNGLPQPDLSDGSIQAVSAHSPLRELHILKDKLLQVLDQHPDWQPHDIAVLTPDIEPYSPFIEAVFGQQQAGSRALP 399
NTDB id 1133 OK783 RS06970 WP 010951252.1 SENVGSV...GTDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQALP 393
consensus !!!* **** !!!!* !!!!!!!!!!*!!!!!!! *!* !!!!!!!!!!!!!! !!!!*!!!!!!!!! !*! !!!

logo YSVSDVKI SRRQPFLFQYALAECQAVLSDELLESRFEVGNKLLVLAPLLENTADLPVLQRRFEGLTGRDDLPLLHDMTI
VAADLNVHWGLTDEGEHMRGGTDNNQ

NTDB id 1146929 CKV66 RS03005 WP 085363341.1 YSVSDVKISRRQPLFQALAQALELLESRFEVNLLLPLLENDLVLQRFELTRDDLPLLHDTIAALNVHWGTDEHMRGGTNN 479
NTDB id 1133 OK783 RS06970 WP 010951252.1 YSVSDVKISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGGTDQ 473
consensus !!!!!!!!!!!!! ! !! * *!!!!!!!! *!*!!! *!! !! !! !!!!!!!! *! !!!!!! ! *!!!!! *
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NTDB id 1146929 CKV66 RS03005 WP 085363341.1 LFTWQQGLERLALGWMLPESRHPLWQRISAWHANPNHTAVLSRFSALIRTLTATARLWRQPASVPEWTERIRNLTAALTA 559
NTDB id 1133 OK783 RS06970 WP 010951252.1 LFTWKQAADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLETLFQ 553
consensus !!!! !* *!* !!!!!!! *!*!! *!!!*! *!*!!* !! ! * !!* !!*!!!!!*!*!! !*! ! !
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NTDB id 1146929 CKV66 RS03005 WP 085363341.1 TDTDGQYAWQQLTQALARWQEEAELAGFSGTLPRQTVIRHIGRFLDSESQAGFLRGGITFCSMVPMRSLPFKMICLLGLN 639
NTDB id 1133 OK783 RS06970 WP 010951252.1 AGPDDQKAVQNLENEWVKWQEESTLAGFFGQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLN 633
consensus *! ! ! !*! * *!!!! !!!! ! !! !!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!

logo DGDFPRNTKAAAVFDL IVAKRHPAQKGDRARRDDDRYLFLEALVI
MSARDE I LYLSYIGRDIRKNDEQEPLAPSSASLLGEL IDTLVAAMTGRT

NTDB id 1146929 CKV66 RS03005 WP 085363341.1 DGDFPRNTKAAAFDLIARHPQKGDRARRDDDRYLFLEAVMSARDILYLSYIGRDIRNDQPLAPSALLGELIDTLAAMTGR 719
NTDB id 1133 OK783 RS06970 WP 010951252.1 DGDFPRNTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAAMTGT 713
consensus !!!!!!!!!!! !!!*!*!! !!!!!!!!!!!!!!!!!**!!!*!!!!!!!!!!!! ! *!!*! !!!!!!!!*!!!!!
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NTDB id 1146929 CKV66 RS03005 WP 085363341.1 SAQELHTHWVKQHPLQPFSHRYFTPESAGSDGLTSTRRDYAEALNRPPEPEAPFFTEPLDDTAAADNTVAHHSFIRFWKN 799
NTDB id 1133 OK783 RS06970 WP 010951252.1 NSRQLAQNWIEQHPLQAFSRRYFQE.GGRSDGIFGTRTDYAAALGQTPEPPQPFFDQPVENAEPV.AEIGQDEFIRFWRN 791
consensus !* *!* !!!!!*!!*!!! ** * !!!* !! !!! !! *!!!* !!! !** * * **** !!!!!*!
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NTDB id 1146929 CKV66 RS03005 WP 085363341.1 PVRTWLQHTLHWQKPYRDAAWEAAEPFEPQQSARITAEYTAARRHNEDFGRLESRLQAESLLPAGELGALWQNRFQTAAK 879
NTDB id 1133 OK783 RS06970 WP 010951252.1 PVKVWLQQ.LAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQQSFQTAAK 870
consensus !!* !!!**!*! !* !!!*!!!!!!!* ! ! *!!!* !! !* !!!!!! !!!! !!!* !!!!!!
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NTDB id 1146929 CKV66 RS03005 WP 085363341.1 SLDHTLVTSPKLPPAPYTLAVGAHTLEGSLNHLYRHGQIYFPGQAFKAPEQLAVLLEHLIFCAVRPSETGQYQTHILLPE 959
NTDB id 1133 OK783 RS06970 WP 010951252.1 QIDTAVLNSPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAETRQTFIVQSG 950
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NTDB id 1146929 CKV66 RS03005 WP 085363341.1 QPQTLAEIPQQEAVEALQNWLEYYQIGQTRPLPFFPRVNYKAAQEWNKSNDQSKALNEAYKLYHGGTHSAGQKSYPEVAL 1039
NTDB id 1133 OK783 RS06970 WP 010951252.1 ETEVLAEIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGSKVSKGQKDYTEVAL 1030
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NTDB id 1146929 CKV66 RS03005 WP 085363341.1 VFGGNEEDPTASTLFWNITADLLAPLIRLTTPPADND. 1076
NTDB id 1133 OK783 RS06970 WP 010951252.1 VFGNASQNPLEQPLFENLARLLADTLAAAEKREGTGAA 1068
consensus !!! ! *!! !* ! *! *** *
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