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NTDB id 1146925 CKV66 RS01975 WP 085363947.1 MFSFFKRKKKQETAETVAEPVQTPVSEAAVENADEPSALEISTPETLEPLTETQLEAVEEHEESSVLDQLVSDVVSGSSE 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQ....IVGNIKEDVESLAES....VKGRAESA......VETVSGAVE 66
consensus !!!!!*!!!!!!!* *!! * ! ! ***** *! *!*! !*****! * !! ****** * !!! !

logo
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MPSEAEGDEAAEPRVEVEAAELNSSELADALRLPDSAIAKETAMTVAEPTVVAGAEADVEGPQAVEQEPAVAVAEETDTEEPAHKLGWA
NTDB id 1146925 CKV66 RS01975 WP 085363947.1 LPEQYDPNAPVAKIHVSPIP..EGDAAPVEEAAELNSSELADALRLPDSIATMTAPVVAAADEPAEPVAEEDEPAKLGWA 158
NTDB id 1118 NGFG RS11455 WP 003696286.1 QV..........KETVAEMPSEAGEAAERVE.....S............AKEAVAETVGEAVGQVQEAVATTEEHKLGWA 119
consensus ***********! *! **!** !*!!* !*****!************ !* !* ! * * !**!!!!!

logo ARLKKQGLATKSRDKQMAKSLAGVFGGGQIDGEDLYEELETVL ITGSDMGMEATEYLMKDVRGKRVSLKRGLKDGNELRGALKDEAI
LY

NTDB id 1146925 CKV66 RS01975 WP 085363947.1 ARLKKGLTKSRDQMAKSLAGVFGGGQIDEDLYEELETVLITSDMGMEATEYLMKDVRKRVSLRGLKDGNELRGALKDAIY 238
NTDB id 1118 NGFG RS11455 WP 003696286.1 ARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALY 199
consensus !!!! !! !!!! !!!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!*!!!!!!!!!!!!!*!*!

logo DL IKPLEQKPLVI
LPDENTGKEQPFVIMLAGINGAGKTTS IGKLAKYFQASQGKSVLLAAGDTFRAAAREQLQAEWGAGRNGNVTVI SQST

NTDB id 1146925 CKV66 RS01975 WP 085363947.1 DLIKPLQKPLVIPDNGQPFVIMLAGINGAGKTTSIGKLAKYFQSQGKSVLLAAGDTFRAAAREQLQEWGARNGVTVISQS 318
NTDB id 1118 NGFG RS11455 WP 003696286.1 DLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQT 279
consensus !!!!!! !!!!*!* !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !!*!! !!!!!!*

logo TGDSAAVCFDAVEQAAKARGIDIVLADTAGRLPTQLHLMEE IKKVKRVLQKAS IMPDGAPHE I IVVLDANIGQNAI
VNQVKVAFDD

NTDB id 1146925 CKV66 RS01975 WP 085363947.1 TGDSAAVCFDAVEAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKSMPDAPHEIIVVLDANIGQNAINQVVAFDD 398
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDD 359
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *! !!!!!!!!!!!!!!!!!*!!! !!!!

logo ALDGLVTGL IVTKLDGTAKGGI LAALASDNRP I
VPVRYIGVGEGS IDDLRPFDARAFVDALFLD

NTDB id 1146925 CKV66 RS01975 WP 085363947.1 ALDVTGLIVTKLDGTAKGGILAALASNRPIPVRYIGVGESIDDLRPFDARAFVDALFD 456
NTDB id 1118 NGFG RS11455 WP 003696286.1 ALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
consensus !! *!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!!!! !!!!!!!!!!!!!!!! !
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