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NTDB id 1146482 LZ3411 RS05580 WP 087741907.1 MIKTIITFIIVFGILVIVHEFGHFYFAKRGGILVREFSIGMGPKLVYHRGKDGTTYTLRLLPVGGYVRMAGAEDDEEELK 80
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
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NTDB id 1146482 LZ3411 RS05580 WP 087741907.1 PGTPVSLFIGEHDRVERINTSKKSTLFNGIPLEVTATDLENELWIEGYENGDESAVKRYAVDHDATIIESDGTELRIAPK 160
NTDB id 323 STU RS10650 WP 011225396.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPK 156
NTDB id 291 STER RS01205 WP 011680685.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPK 156
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NTDB id 1146482 LZ3411 RS05580 WP 087741907.1 DVQFPSASLGRRLMTNFAGPMNNVLLAIVTFMLMSIAQGGVATGTNQ.VQVASSPVSVAQTAGVKTNDKIVAVNGKATKD 239
NTDB id 323 STU RS10650 WP 011225396.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVA..NGGAAQVSGLKTGDAIVAINKDKVTD 234
NTDB id 291 STER RS01205 WP 011680685.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVA..NGGAAQVSGLKTGDAIVAINKDKVTD 234
consensus !!!***!!***!!*!!!!!!!!!**!****!******!!!!********!!! ****!!**!*!!*!*!!!*!*****!

logo WTDASLSKQEAI
L
Q
R
P
E
L
N
A
T
N
QKQFTSTKGDSLSLVTI

V
Q
KRRSDNGKQTEQEKTLITSVTKPKQGEEKSNQGKTVSGYMF ILG I

V
T
S
Q
P
A
V
K
L
D
K
K
T
N
G
V
L
G
K
A
D
I
K
L
I
L
F
S
GGFTQQMTAWTEMGTAKTLALI

NTDB id 1146482 LZ3411 RS05580 WP 087741907.1 WTALSQAIQPLANKQTT.....LTIQ.RDGKTQKLTVTPKGEKSNGKTVGMIGITQAKDKNVGAILLSGFTQTWTMTKLL 313
NTDB id 323 STU RS10650 WP 011225396.1 WDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ..KSQG..SYFLGVSPVLKTGLKDKIFGGFQMAWEGATAI 310
NTDB id 291 STER RS01205 WP 011680685.1 WDSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ..ESQG..SYFLGVSPVLKTGLKDKIFGGFQMAWEGATAI 310
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MFAQTMTSSAQATSQEFSGLVIGS I LNDFLLMAGFMLSLINLAGIVFNLLIP IPALDGGKI LVLMNLI I EAVIRRKPLSNEQ
NTDB id 1146482 LZ3411 RS05580 WP 087741907.1 FGALWHMVSGHFSLNDLGGPVAIFATTSQATQFGLVGILNFLAFLSLNLAIVNLLPIPALDGGKILLNLIEAVRRKPLSE 393
NTDB id 323 STU RS10650 WP 011225396.1 LATLKG.LITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQ 389
NTDB id 291 STER RS01205 WP 011680685.1 LATLKG.LITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQ 389
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NTDB id 1146482 LZ3411 RS05580 WP 087741907.1 NVEAGITLVGVAFLVLLMLLVTWNDIERYFIR 425
NTDB id 323 STU RS10650 WP 011225396.1 EIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 EIESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
consensus **!**!!!*!!!**!*!!**!!!!!!*!*!*
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