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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1146469 LZ3411 RS00050 WP 087741225.1 MINRVVLTGRLTRDVDLRYTQGGAAVATFTLAVDRRFTNQQGEREADFVSCVIWRKSAENFAQYMHKGSLVGIEGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!*!!!!*!**!!!! !!!!*!!**!!*! !!!**!*!!!!!**!!*!!**!!!*!****!!!!*!**!!*!!!

logo NYENQQGQRVFYVTEVQVAVDESNVFQSLFLESPKRNSTGSTGNTEGRNQSAGRAQSGPDQGAGNSYQNEYGANPSGVGNNAGPQQYFNGNGQGTQNDNNNPFGNTGSGNAQSNNGPSQAQNSGNFHPTNSPAQQTGPNS
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS..GGYNEGNSGG.GQYFGGGQNDNPFGGNQNN............... 142
NTDB id 1146469 LZ3411 RS00050 WP 087741225.1 NYENQQGQRVYVTEVVVENFSFLEPRSSNRNAAPQGGNNYGAPVNNAPQNNQTQNNNPFTSGANNGPQANNHPNPA..PS 158
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ..................NFNSNQSNGSQQSGFTSPQQTGN 142
consensus !!!!!!!!!!*!!!!*******!!**** ** !* * * * ** **! ****!* * *

logo APAGNNQNQRTNRGNNQAGNGNNSFNTANQADNDPFANDNTGDKQAPS IDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 .......QRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1146469 LZ3411 RS00050 WP 087741225.1 APAGNNQNTNGNNGSNANDPFANTGDSIDISDDDLPF 195
NTDB id 624 LCA RS00040 WP 011373726.1 APA.........ANNTQADPFANNGQAIDISDDDLPF 170
consensus *** * **** * !!!!! ! !!!!!!!!!!
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