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E YGPESSGKTT ARYQEMNGGMNAAF IDAEHALDPYYY ANSLGVN 138
EIYGPESSGKTT ARRIQKMGGYAA IDAEJA DPISY ARNLGVN 140
BEIYGPESEGKTT ANAQKAGGINEAF IDAEHALDPIYY AL GVNRDELL SQPDJGEQALEIY 152
EIYGPESSGKTT AeQKMGGfeAF TDAEHAL DAY ARSYL G VNID L| SQPDIYGEQALEIN 139
EIYGPESSGKTT A®QKNGG)f€AF IDAEHALDYRYY ASIL.GV W FLL SQPF GE ALEI|d 141
EIYGPESSGKTT AIMQKING G ¥AF IDAEHALD|gIY ALSIL.GV py L. SQPD GEQALEI 141
EIYGPESSGKTT AP®QKNGGYI€AF IDAEHALDYgE(Y ARSILGV Jy RLL SQPD GEQALEIN 141
EIYGPESSGKTT AIFAQKYGGIWNAF TDAEHAGDIEIY AIRSL.G N EL SQPDYGEQALEIN 148
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NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUCGAF DAEHAIDPUYABRISLGV]S ELM SQPD GEQALEI[® 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VGAF DAEHAIRDPWUYAIBNLGVIY ELM SQPD GEQALEI 140
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NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INMAFIDAEHALDIMYADIALGVIS [§ LL SQPD GEQALEIMN 148
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NTDB id 1022 ACIAD RS06390 WP 004925639.1
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NTDB id 600 KWw2 RS01765 WP 011675413.1 G MGDSEVGLQAR K 233
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NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHMGDSHVGLQAR K 232
NTDB id 453 Spy49 1753c ACI62003.1 GDMGDSHVGLQAR K 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDHMGDSHVGLQAR K 232
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR K 217
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR K 219
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIJGLQAR G . 231
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 219
NTDB id 1146332 BCM300 RS00820 WP 089086543.1 GDMGD[NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGDNHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLEIAR . 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1427 RS RS02760 WP 011000510.1 G MGD [BJGLQAR . 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 G MGDSH GLQAR . 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 G MGDSH GLQAR . 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 G MGDSH GLQAR . 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 G MGDSH GLQAR . 218
NTDB id 1205 PSJM300 05545 AFN77183.1 G MGD HVGLQAR . 218
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NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISEMGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 GNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 IGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 GTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF IfHYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 R KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 R KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R KRVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R KVVKNKVAPPF M GEG S 294
NTDB id 1146332 BCM300 RS00820 WP 089086543.1 R INKVVKNKVAPPF IM GEGIS 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R MKVVKNKVAPPF IM GEGIS 296
NTDB id 1211 C694 RS00795 WP 000963128.1 R BMKVVKNKVAPPF IM GEGIS 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMBCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 BRTGS . ...I.KKGEEV KV KNKVAPPF 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 R .. I.KKG KV KNKVAPPF 294
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. I.KEG KVVKNK APF 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK ARPF 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R .V.KEG KVVKNK APPF 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF 293
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600 KW2 RSO1765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1 IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
228 SPD RS09265 WP 001085462.1 IDGEEVSEQDTENKKDE. . . .PKKEEA. .VNEEVPLDLGDELEIE
194 SPR RS08825 WP 001085462.1 IDGEEVSEQDTENKKDE. . . . PKKEEA. . VNEEVPLDLGDELEIE
159 SP RS09750 WP 001085462.1 IDGEEVSEQDTENKKDE. . . .PKKEEA. .VNEEVPLDLGDELEIE
499 SM12261 RS08315 WP 078228268.1 IDGEEIAES....KKDE....AAQVDS..VNEEVTLDLGDELEIE
527 SMSK321 RS11065 WP 001085454.1 IDGEEAAES. .. .KKDE....VAQVDS..VNEEVTLDLGDELEIE
453 Spy49 1753c ACI62003.1 LEESEEESAMAVASE. ...... E..o... TDDLALDLDNGIEIE
408 SMU RS09530 WP 002262392.1 IEEDNTEEKQSSKEK. .. .... ETDEK. .ADKNLVLELDDTIELE
115 BSU 16940 NP 389576.2 DNNGVVQQQAEETQEEL .EFE.E. . oot et e
625 LCA RS02525 WP 011374196.1 SDVPEEDLPTTEDE.QI.NILPDDST. . ... EE....oovv....
1313 DR RS12030 WP 010888966. 1 MAATRAGNAGEAPALAPAPAAPEAAEA . o v oot
1245 Cj1673c YP 002345041.1 DK RS ABAK= N DR AR TK ABQNSME@EGMIS. . . . . GSEDD. .EGEE. « o' v et oo
1146332 BCM300 RS00820 WP 089086543.1 DK|GMEINCHE\W A LIFKIZDK VIANRIT LK MRES IESNEEIM. . . . . PLPDE. .PLEEME. . . ..o oo,
1214 NCTC11637 00359 SQJ03206.1  DKIGMCINERE WA LIMKIZDK ABADRITLKBRES IFSNEEIM. . . . . PLPDE. .PLEEME . . . oo vt eeeeeeeenn. .
1211 C694 RS00795 WP 000963128.1 DK QI[N A LI#KIZDK AMARITLKBRES I[ESNEEIM. . . . . PLPDE. .PLEEME. . . ..o oot oo,
1334 RAOC RS04870 WP 004918236.1 DT/ MNERBT VRELEKBNZABABMEAKBIEKLQAK . . o . o oo e e e e e e e e e e
1389 A4U84 RSO7560 WP 021112712.1 KBEQE@INTLESNPNSV. . . .. LKATASDSNDESD..VEEFSEEEL. ..........
1130 NGFG RS03960 WP 003688695.1  GARGReXn[cHm\vEVEBAKIN|3Bi S A KBIALNEMEMHIT. . . . . EGTQDETD........ GERPEE. ............
1124 NGFG RS03960 WP 003688695.1  GALGHCIn[eHRY(vEvVIBIK AN 12ohiSpyRa A KB A LNEMEMHIT. . . . . EGTQDETD........ GERPEE. ............
1123 0K783 RS03845 WP 003688695.1  GARGKeXalcmRv B vEBAK SN |3t SR A K BIA L NEMEMHIT. . . . . EGTQDETD........ GERPEE. ............
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1142 GTF74 RS11550 WP 000344154.1  GD@XeXn[clANINC KERKIoN|3ohiA K THBK KBIEMLLNPENMQ. . . . . LIAETSSAADDVE..FGAVPEEF............
1074 ABD1 RS10195 WP 000344167.1  GNiGXCINERNYV I RMF EjAN NERIABRER NBIEQLLTTGTNG. . . . . AVQ.I.EDEEEPD....LLLES.............
1022 ACIAD RS06390 WP 004925639.1 GNLGXeXn[cHINNV I RESAESNEEEIS TR A VIBIEQLLTKASDQ. . . . . TAA .HDETEEEPD....LLES..............
1205 PSJM300 05545 AFN77183.1  GSEeNela (el A)WNA KNSIE A NIBohiG QIohas Q QI AKLLMTSANT . . . .. KATPVAEDLADAD . . . .T. v vveeeennnn..
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