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NTDB id 1146264 B5449 RS00980 WP 197682078.1 ...MFKYLSKADWARLFVALIFLVAGVGLDLKLPDYMREITTLVQTQGSALSEVLIAGGKMLLCAFAGLGTTFVVGFFVA 77
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
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NTDB id 1146264 B5449 RS00980 WP 197682078.1 KVAAGLARVLREKVFFKTIDFSRSEMSEFSVASLITRTTNDVQQIQLCIAIGAQAVARAPIMAVWAAVKIMGKSWQWAAI 157
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
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NTDB id 1146264 B5449 RS00980 WP 197682078.1 TGGAVVILVVVMGVVTSVVMPKFRMMQQLTDNLNRVSREDLTGLRVVRAYNAEGYQQEKFEAANNALTRTQLFTSRRMSL 237
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
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NTDB id 1146264 B5449 RS00980 WP 197682078.1 MFPTIQLIMSGLTLAIYWSGVYIINGANLP............ARLALFSDMVVFSSYAIQIVMSFMMIVMVFVIAPRAIV 305
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
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NTDB id 1146264 B5449 RS00980 WP 197682078.1 AAKRINEVISTDVTVRDGNEIFSDDKQTGAIEFKNVSFQYPDAEEPVLHDINIKIHKGETVAFIGSTGSGKSTLIQLIPR 385
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
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NTDB id 1146264 B5449 RS00980 WP 197682078.1 FYDCSDGEVIVDGKNVRDVTLDSLRKKVGFVTQKPIMFMGTIESNVAYGSEGE..VSESRVREALDIAMATEFVDKEEDG 463
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
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NTDB id 1146264 B5449 RS00980 WP 197682078.1 IKAEVSQGGTNFSGGQKQRLSIARAIYKNPEIYVFDDSFSALDYKTDKLLRHALEEKTSNATKLIVAQRIGTIIDADQIF 543
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
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NTDB id 1146264 B5449 RS00980 WP 197682078.1 VMDSGRVVGHGRHADLLKTCEVYREIAESQLSEEELKNASR 584
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK. 600
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