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NTDB id 1146257 CCH01 RS09165 WP 079481505.1 MSKKEVSIKKGFGGGHMGGAMRGGEKAKDFKGTMKNLMKYLNPFKWGMLLVIIFAIGSAAFSIVGPKILGKATNKIFDGL 80
NTDB id 370 SMU RS04260 WP 002263294.1 .........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGL 55
consensus ************************* ! * ** *!! **! ! *!! ! ! ***!! ! ! * !!
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NTDB id 1146257 CCH01 RS09165 WP 079481505.1 MAKLTGATGAGIDFTYIGRVLLFLLGLYLLSALFSFIQGFVMSGISQKVSYNLRKEISEKINRMPLKYFDSKTHGEVLSR 160
NTDB id 370 SMU RS04260 WP 002263294.1 A........GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSR 127
consensus ********* !! !! * ! ! !! !! !* !**! * !! ! !! ! *!!!**!!!!!!!***!* !!!
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NTDB id 1146257 CCH01 RS09165 WP 079481505.1 VTNDVDSVSQNLNQSMTQVITSITTLIGVLIMMFSISWIMTLAALLILPISMIFISLVVKKSQKYFKSQQEYLGHVNGQV 240
NTDB id 370 SMU RS04260 WP 002263294.1 VTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYV 207
consensus !!!!!! **! !!!* ** ! !!! * !! * !*! ** * **** !!!* !! !! !**! ! !
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NTDB id 1146257 CCH01 RS09165 WP 079481505.1 EEVYGGHNIVKAFNGEEDAIEEFDRINNTLYGSAWKSQFLSGMMMPIMTFIGNLGYVMVSILGGWLAIKKTIGVGDILSF 320
NTDB id 370 SMU RS04260 WP 002263294.1 EEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAF 287
consensus !!!! !!!*! *!* !* *! !**! !!!!! !!*!!!*! !!!! !!!!!*!*!* *!! ! *! !* !
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NTDB id 1146257 CCH01 RS09165 WP 079481505.1 IQYIRSFTQPIAQTAQVANLLQSTAAAAERVFEFLHEEEEEQFAENPASIENIKGQVTFENVSFGYNKDKTIINNFNANI 400
NTDB id 370 SMU RS04260 WP 002263294.1 MTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHA 367
consensus * !*! !!!!!!! !! !!! !! !!!!!!*!!! ! * * *! * !*! !*!! !!! *!!!!!* ! !*
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NTDB id 1146257 CCH01 RS09165 WP 079481505.1 KQGQKVAIVGPTGAGKTTMVKLLMRFYDVNSGEILIDGHNIKDFNRDELRNLFGMVLQETWLFNGSIMENIRYGKLESTD 480
NTDB id 370 SMU RS04260 WP 002263294.1 KAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITD 447
consensus ! !!!*!!!!!!!!!!!!*! !!!!!!*! ! ! !!!*!!*! ! !** !*!!!!*!!!! !** !!* ! * !!
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NTDB id 1146257 CCH01 RS09165 WP 079481505.1 EEVIKAAKAAHVDHFVKTLPDGYNMELNEEASNVSQGQKQLLTIARAILSDPKILILDEATSSVDTRTEVLIQKAMENLM 560
NTDB id 370 SMU RS04260 WP 002263294.1 EQVIAAAKAVGVHHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLM 526
consensus ! !! !!!! *!*!!*!!!! !! ! ** *! !!!!!!!!!!!*! !***!!!!!!!!!!!!!!! !!!*!!**!!



logo EGRTSF IV IAHRLSTIRDNADL I LVMKRDGDNI I EQGNSHDEEQLLMAKAENGFYADTLYNSQFETENESQVAS
NTDB id 1146257 CCH01 RS09165 WP 079481505.1 EGRTSFIIAHRLSTIRDADLILVMKDGDIIEQGNHEELLKANGFYATLYNSQFENSQAS 619
NTDB id 370 SMU RS04260 WP 002263294.1 EGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA. 584
consensus !!!!!!*!!!!!!!!! !!!!!!!*!! !!!!! !* !* !!!!! !!!!!! !*
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