logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1
1146237 DABAL43B RS11525 WP 079692513.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

AKK 4,.<_,.KK&EE‘LiKESFQEE&QKAL@éALK-S.

* * * *

ﬁKﬁF KN/%.v'VBI'DEEéE

IEKNFGKGE\IM

IEKNFGKGE\IM
TEKSFGKGEIM
IEKWNFGKG IM
IEKNFGKG IMRLG
IEKWNFGKG IMRLG
IEKNFGKGI MR G
IM LG

koo bk bl koskokok ok

W
>

NN NNNnNnnnnksln N NE N 0 K KN N NN

1)

NN

L

|

~

Y
L

(]




logo

Y
|

YTl o DMLY e e Lo

EIYGPESSGKTT 154
EIYGPESSGKTT AREAQKIRGGIWNAF IDAEHALDPRY ALWAL GV N SQPD 153
EIYGPESSGKTT ANRQKINGGINNAF IDAEHALDPEYY ALWALGVN SQPD 153
EIYGPESSGKTT AREAQKIRGGIWNAF IDAEHALDPREY ALWAL GVN SQPD 153
EIYGPESSGKTT ANENQKINGGINNAF IDAEHALDPEYY ALWALGVN SQPD 153
EIYGPESSGKTT AREAQKIRGGIWNAF IDAEHALDPEY ALWALGVN SQPD 153
EIYGPESSGKTT AREAQKIRGGIWNAF IDAEHALDPRY ALWAL GVN SQPD 153
EIYGPESSGKTT ARFAQKINGGIWNAF IDAEHALDPEY ALWAL GV N SQPD 153
EIYGPESSGKTT AREAQKIRGGIWNAF IDAEHALDPEY ALWAL GVN QPD 153
E YGPESSGKTT AIQ[RINGGNNAFIDAEHALDPYYANMLGVN ELL SQPD 138
EIYGPESSGKTT AIRYQK[NGGIWNA IDAERA DPJSYAWWALGVN D LL SQPD 140
BEIYGPES[EGKTT ARENQKEGGINMAF IDAEHALDPRYY ARSNALGVNQSNDELL SQPDNGEQALE T} 152
EIYGPESSGKTT AECQKAGGVCAFIDAEHALDVKYAKNLGVNTD Ll SQPDIIGEQALEIYY 139
EIYGPESSGKTT AIEOKINGGUAMAF IDAEHALDI Y ASHL.GV g I SQPD GEQALEI|® 141

{

NTDB id 600 KWw2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 115 BSU 16940 NP 389576.2

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1

EIYGPESSGKTT AINYOKINGGUASAF IDAEHALDLSIY ARGV gy L SQPD GEQALEI|H 141
EIYGPESSGKTT AIINQKYGGIWAAF IDAEHARgDIUNSIY AIISLG N SQPDMGEQALETR 148
EIYGPESSGKTT AQAQKGNKTCAFIDAEHALDPVYARNLGVN.DELL SQPDNGEQALEI(S 156
EI GPESSGKTT VUGAF DAEHAIIDPNY ARSSL G V]S SQPD GEQALEI(S 140

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUGAF DAEHAIIDPNY ARISL G V]S SQPD GEQALEI(S 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT MSAF DAEHAJIDPLYY ARINL G VIY SQPD GEQALEI[S 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INMAFTIDAEHALDEENY APISL G V]S SQPD GEQALETI 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1

NTDB id 1205 PSJM300 05545 AFN77183.1

NTDB id 1146237 DABAL43B RS11525 WP 079692513.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1

NTDB id 1074 ABD1 RS10195 WP 000344167.1
consensus

EI GPESSGKTT [QNOAF IDAEHALDPYY APSSLGVN SQPD GEQALEIg 139
EI GPESSGKTT INOAF IDAEHALDPYY AJSSLGVN SQPD GEQALEI 139
EIYGPESSGKTT SYNOAF DAEHALDPPYAMSLGVN SQPD GEQALEIp N 139
EIYGPESSGKTT \8AFIDAEHALDPYYARYSLGVNEDELL SQPDEGEQALEIf 140
EIYGPESSGKTT WeAFIDAEHALDPWNYAISULGV DIJLL SQPDEIGEQALEIIN 139
EIYGPESSGKTT ML WWeAFIDAEHALDPNYAIJNLGV DNLL SQPDNGEQALEIN 139

AT DLTTRDE D T okl 1 ko Lk LUTRlo b LT Thokkrk bokk bl Lk DD Lx LRl ok ork ks |k

A~ —H = HH



S |

DVl

50, 50 LR Sl UL P

NTDB id 600 KW2 RS01765 WP 011675413.1 G MGDSEVGLQAR K 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR K 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDMGDSHVGLQAR K 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDIGDSHVGLQAR K 232
NTDB id 159 SP RS09750 WP 001085462.1 GDMGDSHVGLQAR K 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDIGDSHVGLQAR K 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHGDSHVGLQAR K 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDMGDSHVGLQAR K 232
NTDB id 453 Spy49 1753c ACI62003.1 GDI§GDSHVGLQAR K 232
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR K 217
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR K 219
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIBZGLQAR G . 231
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 219
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDNHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLRJAR . 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1427 RS RS02760 WP 011000510.1 DSVAALRYP G MGD [BJGLQAR . 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALWP G MGDSH GLQAR . 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALP G MGDSH GLQAR . 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALRWYP G MGD HVGLQAR . 218
NTDB id 1146237 DABAL43B RS11525 WP 079692513.1 V DSVAALWP G MGDSH GLQAR . 219
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALEP G MGDSH GLQAR . 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALWP G MGDSH GLQAR . 218

consensus Fk e LULLTE Tk DD Dk b Dok DD b ok D Lk b bskk % %k sk =000 0x1 Lkl 1 1 1Tkl 1T 11T



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1
1146237 DABAL43B RS11525 WP 079692513.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

.2

x P lokxlx

RGSTKIEEGS.
IMGNTQIKGTG.

et TR e,

s 3 =2

DQK

GNTQIKGTG.DQK
GNTQIKGTG.DQK
GNTQIKGTG.DQK
GSTQIKGTG.DQK
GSTQIKGTG.DQK
HGNTQIKGTG.EQK
GTTQIKGTG.DQK
SBAEQLKQGN. . . ..
MAETIKNGT. .. ..
R PTKVGNDA
R .L.KQN
R .L.KQN
R ....L.KQN
MSLSDTGKIKDKSGEV,
MCGV....V.KDG
SBTGS. . ..I.KKG
TGS . . ..I.KKG
TGS . ...I.KKG
SMIGS. . ..I.KKG
R ..1.KEG
R ..I1.KEG
R . .V.KEG
R . .V.KNG
R . .V.KEG
R .V.KEG

GDNKTQ

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AEPF
KVVKNK AEPF
KVVKNKVAPPF
KV KNK APPF
KVVKNK APPF
KVVKNK APPF

ﬁKVVKNKVAPPF
A

YR NN

Tl *

IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IHYGEGIS
IMYGEGIS
IMYGEGIS

M GEG S RGEL
IM GEGIS J@&GE
IM GEGIS [B3GE
IMYGEG S QGE
IMYGEGIS WNWEL
IIMYGEGISIAGEL
IIMYGEGIS|IAGEL
IMYGEGIS|#RGEL
IMYGRG S RGE

kok ok bk | okokok

e FLmAv DLl AN

IM GEGISSTGEL

OUUNN:XIXX!XXNZ

* kkk b Deskskxk |

312
311
311
311
311
311
311
311
311
292
294
307
294
296
296
307
310
294
294
294
302
293
293
293
294
293
293



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
408 SMU RS09530 WP 002262392.1

453 Spy49 1753c ACI62003.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1
1146237 DABAL43B RS11525 WP 079692513.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

MAATRAGNAGEAPALAPAPA.

NEEIMPLPDEPLEE.

NEEIMPLPDEPLEE.ME...........
NTLBSNPNSVLKATASDSN.DESDVEEFSE. ..
IMALNEMEMHITEGTQDETDG. . ... .. ERPE. ..
IMALNEMEMHITEGTQDETDG. . ... .. ERPE. ..
IMALNEMEMHITEGTQDETDG. . ... .. ERPE. ..
WMEHLEMTPMGAVTLAEEVEE.D. . ..........
IEMLLNPENMQLIAETSSAA.DDVEFGAVPE. ..
IWMEMLLNPENMQLIAETSSAA.DDVEFGAVPE. ..
AKLLETSANTKATPVA. ... .. EDLADADI. ..
IMAEKLGVKSDSKAEDL.IEA. .NEELASEPV. ..
WMEQLLTKASDQTAAHDETEE. .EPDLLES. .. ..
IWMEQLLTTGTNGAVQI.EDEE. .EPDLLLES. ...

7 < FeREerRDE, i 55kBea  wnEEV. LPLEDELEIE
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED .....
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEVSEQDTENKKDE. .. .PKKEEA.
IDGEEIAES....KKDE....AAQVDS.
IDGEEAAES... .KKDE....VAQVDS..
IEEDNTEEKQSSKEK....... ETDEK.
LEESEEESAMAVASE....... E.....
DNNGVVQQQAEETQEEL.EFE.E.. ...
SDVPEEDLPTTEDE.QI.NILPDDST..
.APEAAEA. .. ..
QNSMEEGMISGSEDDEGEE ..............

S

S

.VNEEVPLDLGDELEIE
.VNEEVPLDLGDELEIE
.VNEEVPLDLGDELEIE
.VNEEVPLDLGDELEIE
.VNEEVTLDLGDELEIE

VNEEVTLDLGDELEIE

.ADKNLVLELDDTIELE
. . TDDLALDLDNGIEIE

387
385
385
385
385
381
381
382
377
348
355
363
343
347
347
343
372
348
348
348
352
354
354
347
352
349
349



logo

LEE
NTDB id 600 KWw2 RS01765 WP 011675413.1 R 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384
NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 115 BSU 16940 NP 389576.2 c. 348
NTDB id 625 LCA RS02525 WP 011374196.1 R 355
NTDB id 1313 DR RS12030 WP 010888966.1 c. 363
NTDB id 1245 Cj1673c YP 002345041.1 C. 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1211 C694 RS00795 WP 000963128.1 c. 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 R 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 ce 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 c. 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
NTDB id 1146237 DABAL43B RS11525 WP 079692513.1 ... 352
NTDB id 1022 ACIAD RS06390 WP 004925639.1 - 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 c. 349

consensus

X non conserved
B similar
>507 conserved



