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e LA LT R R e R T

M FEKIENAVISL L NMQW ENQL TH YDALIEQN MYLG [JSNADM VAUNNWKLRQL LSWNEEWRR FQFIFIK JQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

AL B eSS

QLQ NHQFTPDSIGFI L LLEBRLTEIMYy D EIGSGTGNLA T NNSSKI YMGIEVDDLLIDLSASTIA €SS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS

AR T G Rl

J\NF QEDAVRPQILKESDVIISDLPVG YPNDINTAIMRYE\V RYSAHTYAHHLLMEQSLKYLKK G AIFLAPIY LLTS)gQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

el Lo g A ST P I

SIDIRNE|MRKGYAD LPEQIF{eE] [NNEKSIFVLKKQ Qi$gE FVYPLTDLQ RKERN| EWFIRANFEKWER NEEREIS
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF...

SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF

NVIE

NMIE 324
317
317

X non conserved
B similar
> 50% conserved

160
160
160

240
240
240

320
317
317



