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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 1146109 DG177 RS07610 WP 108810934.1 .MAGGINKVIIVGNLGADPEVRTFNNGGKVCNLRIATSESWKDRNTGERKEKTEWHSVAIFSEGLAGVAEKYLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGG............APYEEGYG..QSQEAYQRPAQQSR 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGG............APYDEGYG..QSQEAYQRPAQQSR 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGS..GWNQAPAQTNYNQGGYSDNYAQNNNF.. 149
NTDB id 1146109 DG177 RS07610 WP 108810934.1 IEGKLQTRKWQDQSGNDRYSTEIVLQGFDGKLEMLDSRQG.GGMGGQGGGNDGWSGGGSGGG.SGGGSNDGWGNTGGGSS 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVP.............AQQGSWGQPQQPAK 146
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NTDB id 1103 NMB RS07590 WP 002212976.1 QPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGN......ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1146109 DG177 RS07610 WP 108810934.1 GG...................QGGGAFDSDLDDDVPF 175
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQP......MQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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