logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1111 NGFG RS09220 WP 003689814.1

1080 FDQ49 RS18305 WP 022575844.1

1061 ABD1 RS18470 WP 001152280.1

1146084 PERCYII10 RS23900 WP 023084740.1
1403 DSB67 RS12675 WP 010643256.1

1170 A1552VC RS11080 WP 000418747.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1111 NGFG RS09220 WP 003689814.1

1080 FDQ49 RS18305 WP 022575844.1

1061 ABD1 RS18470 WP 001152280.1

1146084 PERCYII10 RS23900 WP 023084740.1
1403 DSB67 RS12675 WP 010643256.1

1170 A1552VC RS11080 WP 000418747.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1111 NGFG RS09220 WP 003689814 .1

1080 FDQ49 RS18305 WP 022575844.1

1061 ABD1 RS18470 WP 001152280.1

1146084 PERCYII10 RS23900 WP 023084740.1
1403 DSB67 RS12675 WP 010643256.1

1170 A1552VC RS11080 WP 000418747.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

1111 NGFG RS09220 WP 003689814.1

1080 FDQ49 RS18305 WP 022575844.1

1061 ABD1 RS18470 WP 001152280.1

1146084 PERCYII10 RS23900 WP 023084740.1
1403 DSB67 RS12675 WP 010643256.1

1170 A1552VC RS11080 WP 000418747.1

consensus

ErEeg Eealy \.*Y SH.N VR ol ER5 B e LT SN @SE B

S LSVLSEFA VPLEA GL VGSFLNVVIYR PUMMEIRE TVFAKEHLNLPLTDDESRTFNEMKiDSCCPKiRV

MQD AY IQNLTALY AV AR GSFLNVVIYR@EP MMEM HYQMLIANPEQP I IDHEKIRAS KIZARB®AHQ
MQD IQNLTALY AV AR GSFLNVVIYRIPKMMEN WRNE LIl mma 8L T LIPS - cPACN
YLASH NAIRY (SARL GL VGSFLNVV HEMISNIR K AAREANG . LEPEPKQATY NIV LENEAMIRECHE
SVIZREBE®QQEGTQ
SLIZRE CPHCQTE
* ok I !

AR@N ST LD

IREY MINIP S L LRGKCESJCQUINSISHRYPLIELLT LFG VAWQ G |ipwy (€l LTINJLI TFIDBDTQNLPDH
IRQ [MNIP SWL LRGKCGHCQHPISIRYPIIELLTILCSL VIRAUEGlY eyl el LT VLIA TEFIDRDTQLLPDJ
A

QYY WLFVMENTREFQRRICIIRNANNGARIN TS L EYR RINGAESFPEYKIEPPKET
IFYFYI3WLFPMLIATIHF[CISRUCSIIRINARR AN IC TUARENIR AINGAASFPEYGITPPEGK
* |

IR MNIP SWL LRGKCEHCQEPISHMRYPIMIELLTILESE vipWYrciy paY el LT VLIA TFIDDTQLLPDJ)
IR 1NIP S LALEGKCEECIdMIMERYPL ELQT LSEqvAREFG  BXE . LT @L A @IDMDEIQLLPDYY
IRMINNIP SWL LRGKCERICQIPINPARYPLIELLT [es{dy AlgFG pew | BT VLIAMTFIDWDTRILLPD
IRVIDNIP SWLALRGECREICEIP ISINRYPLIELLT LUS ApSiFE @B\ WMoy vLIAINTFIDRDTMLLPDM
DU bk b bk b b b Dok Dk DD Laor D lx Lok o+ kokok EITY N

b T YA

TLPL WLGLESJN|RuGE B IGYSSILWIR (o KL TGKEGMGRGDFKL AALGAW GISALP
IATLPLEWALGL . TGKEGMGYGDFKLLAALGAW GJg®WILP
IJTLPLEWALGL . TGKEGMGYGDFKLLAALGAW GJ3®WILP

TGKEGMGYGDFKLLAALGAW G{YNSILP
TGKEGMGYGDFKLLAALGAW GNP
DU Dok ok Dkokok ok kkk koK I N ey ey N N N NN N NETTEEE

I
I
TGKEGMGYGDFKLLAREILGAWEGEIMLP §§
I
I
*

L A VAKGRHFAFGPALT IFTANDS WRAVNW THPVR .. 286
GE\L RND BUNZFINEFGPY ATAGW AIJLWGDQI [ GG...... 286
GI\I RSO FINFGPY ATAGW ARLWGDQI ...KI GG...... 286
e/ ANNL RNAESGTP IP)ae AW SN TRV IRMEHIANIT . . . RT)MRQF . AGFK. 290
GUIIR Q QKQGIEKAIIPIde NN SW NeAl .. .NWMFTSILGV. 289
GVIF Q QQKKGIDMAFPFGPYLAIAGWFALLWGDK ...DW FTTWVGQPL 291
* % * % %

L
L
L
L

non conserved
similar
> 50% conserved

(>4 ES

156
160
160
158
156
156

235
239
239
237
236
236



