
logo MKGAI LIATF ILFL I FGCVIVVVFHEFGHFYFFAKKRASGI LVREFAIGMGPKI FAHTGKDGTLVYTIR I LPLGGYVRMAGWGEDKTTE IKT
NTDB id 1146015 BUC38 RS11230 WP 044690240.1 MKGILAFIFIFGVIVVVHEFGHFYFAKKAGILVREFAIGMGPKIFAHTGKDGTLYTIRILPLGGYVRMAGWGEDKTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !!*!**!**!!*!!!!*!!!!!!*!!!**!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!

logo GSPASLSTLNGEKADGVKVTRR INLSGDKRQLVDSQLTSALPMNVTSAFYDFLEEDKLETITGLVLEGESTKTYKEVDHDATIVEEDGTEVLR IAPLKDVQY
NTDB id 1146015 BUC38 RS11230 WP 044690240.1 GSPASLSLNEAGVVTRINLSGKQLDSLSLPMNVTSFDFEEKLEITGLVLEESKTYKVDHDATIVEEDGTEVRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !!!!!!*!***!*!*!!!!!**!*!***!!!!!!**!*!*!!*!!!!!!*!*!!!*!!!!!!!!!!!!!!*!!!!*!!!!
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NTDB id 1146015 BUC38 RS11230 WP 044690240.1 QNATVWGKLITNFAGPMNNFILGILIFILLFFMQGGVANPLSNAVSITEGGALQNVGLVTGDKILSVNGQATDTYTDIAT 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!**!!*!!!!!!!!!!!!!!!*!*!!*!*!*!!!!*****!******!!!*!**!!*!!!*!***!************
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NTDB id 1146015 BUC38 RS11230 WP 044690240.1 IISQAASEASTAPSFDLV.VEHEGTEKSLTVTAEKVDDSYRIGISPILKTGFLDKIIGGFQQAGATAVIVVTALKNLIAN 319
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus *********!***!*********!*!****!*******!!**!*!!*!!!!**!!!*!!!!*!***!******!!*!!*!
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LG I FNL IP IPALDGGKIVMNI LI EA IRRKPLKNPQETI ESYITLAGV
NTDB id 1146015 BUC38 RS11230 WP 044690240.1 FDVKQLGGPVAIYSVSNQAAANGWVSVFNLMAMLSINIGIFNLIPIPALDGGKIVMNILEAIRRKPLKPETESYITLAGV 399
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !****!!!!!!****!*!!***!**!***!!*!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!**!*!!!!!!!!!

logo AVMVVLMIVAVTWNDI IMRVAFF
NTDB id 1146015 BUC38 RS11230 WP 044690240.1 AVMVVLMIVVTWNDIIRVFF 419
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
consensus !!!!!!!!*!!!!!!*!*!!
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