
logo MKKTTKLFALAGI
VTLLSASVLAACGSKQSSGSSASAQKQELSFPASEVKQDGSTAVADAQLKYALWVSAPTTSSGLL IDELTENNTI

TDS
NTDB id 1146013 BUC38 RS10585 WP 044691188.1 MKKTTKLFALAGITLLSASVLAACGSKSSSSSQKQELSFPSEVKQDGSAVADAQLKYALVSATTSSGLLIDELTENNIDS 80
NTDB id 463 GPW51 RS08685 WP 012775331.1 MKKTTKLFALAGVTLLSASVLAACGSKQSG.AAKQELSFPAEVKQDGTAVADAQLKYAWVSPTTSSGLLIDELTENTTDS 79
consensus !!!!!!!!!!!!*!!!!!!!!!!!!!! ! * !!!!!!! !!!!!!*!!!!!!!!!! !!*!!!!!!!!!!!!!! !!

logo TFGGMVDI SMFGYDGDERKLDDSGLAKAEFDVEKGKKITVSLTGKDYKWSDGEQPSFTINDYI FTIKSMASKDYTGI
VRFDDKFL

NTDB id 1146013 BUC38 RS10585 WP 044691188.1 TFGGMVDISMFGYDGDRKLDDSGLAKAEFDVEGKKITVSLTGKDYKWSDGQPFTINDYIFTIKSMASKDYTGVRFDDKFL 160
NTDB id 463 GPW51 RS08685 WP 012775331.1 TFGGMVDISMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESFTINDYIFTIKSMASKDYTGIRFDDKFL 159
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!*!!!!!!!

logo NI EGMQEFVDGKASDI SG IKKVDDYTVELTVKEMSPSMMYAGGDVPAYI
VQPEHIYKDIPVADWEKSEYSRTAKLVGMGPW

NTDB id 1146013 BUC38 RS10585 WP 044691188.1 NIEGMQEFVDGKASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYVQPEHIYKDIPVADWEKSEYSRTAKLVGMGPW 240
NTDB id 463 GPW51 RS08685 WP 012775331.1 NIEGMQEFVDGKASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPW 239
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KIKE IVNGES ITYVPNEYFFKGTKTPKTSSLKIDIVSPDTIVSEMKAGNYDIADEMPVDQLDSYKDASNLNIVGQSLDESASYEY
NTDB id 1146013 BUC38 RS10585 WP 044691188.1 KIKEIVNGESITYVPNEYFFKGTTPKTSSLKIDIVSPDTIVSEMKAGNYDIADMPVDQLDSYKDASNLNIVGSLDSAYEY 320
NTDB id 463 GPW51 RS08685 WP 012775331.1 KIKEIVNGESITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLESSYEY 319
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!! !*! !!!

logo I SFNFGKYDEASAGKKNVMDENAKMNDVKLRQAIAYAIDTKTAGDKSLYNGLYHPAKNSL I I SFFGDIHDSELEGYSYDNPEKAK
NTDB id 1146013 BUC38 RS10585 WP 044691188.1 ISFNFGKYDESAKKNVMDENAKMNDVKLRQAIAYAIDTKTAGDSLYNGLYHPANSLIISFFGDIHDSELEGYSYDPEKAK 400
NTDB id 463 GPW51 RS08685 WP 012775331.1 ISFNFGKYDEAAGKNVMDENAKMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSLIISFFGDIHDSELEGYSYNPEKAK 399
consensus !!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!! !!!!!

logo KLLDEEAGYKDVDGDGIREGKDGKAEFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGIKNSFYDNAS IVQANDAPAI
NTDB id 1146013 BUC38 RS10585 WP 044691188.1 KLLEEAGYKDVDGDGIREGKDGKEFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEINSFYDAIQANDPAI 480
NTDB id 463 GPW51 RS08685 WP 012775331.1 KLLDEAGYKDVDGDGIREGKDGKAFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDAAI 479
consensus !!!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! *!!!!*!!

logo DMYAGGWSTGYDPNPSTGLTWGP IAAFNMSRFVSDENTKLLENAI SSATESFDDEKKNVENYKAWQKYAHYEQAFAIPTFESEKS IT
NTDB id 1146013 BUC38 RS10585 WP 044691188.1 DMYAGGWSTGYDPNPTGTWGPIAAFNMSRFVSDENTKLLNAISSTESFDEKKNVENYKAWQKYAYEQAFAIPTFESESIT 560
NTDB id 463 GPW51 RS08685 WP 012775331.1 DMYAGGWSTGYDPNPSGLWGPIAAFNMSRFVSDENTKLLEAISSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEKIT 559
consensus !!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!! !!!! !!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!! !!



logo ALVNKRVKNSYDSTKNYGSASGKTGI
LALYEGNI ELTADKGVVAE

NTDB id 1146013 BUC38 RS10585 WP 044691188.1 ALNKRVKNYDSNYGSASGKGIALENIELTADKGVVAE 597
NTDB id 463 GPW51 RS08685 WP 012775331.1 AVNKRVKSYDTKYGSASGTGLAYEGIELTADKGVVAE 596
consensus !*!!!!! !!* !!!!!! !*! ! !!!!!!!!!!!!
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