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NTDB id 105 BSU 25590 NP 390437.1 ........MNWLNQHKKAIILAASAAVFTAIMIF.LATGKNKEPVKQAV.........P.........TETENTVVKQEA 53
NTDB id 595 KW2 RS08725 WP 021037687.1 ....MEKILDKLKEYWKIMLLV.VCAL.IAGGIFYIFTNSPKPAET......LSVENLSSSSTKSSV.......SKFNSS 61
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ....MESIIEKIKEYKIIVICT.GLGLLVGG..FFLLKPAPHTPVK.ETNLQAEVVAISKDSS.......TEKDVKKEEK 65
NTDB id 493 SM12261 RS04300 WP 000387351.1 ....MEAIIEKIKEYKIIVICT.GLGLLVGG..FFLLKPAPQTPVK.ETNLQAEVVAVSKDSV.......SEKEVKKEEK 65
NTDB id 263 KZH43 RS04195 WP 000387330.1 ....MEAIIEKIKEYKIIVICT.GLGLLVGG..FFLLKPAPQTPVK.ETNLQAEVAAVSKDLV.......SEKEVNKEEK 65
NTDB id 222 SPD RS04535 WP 000387330.1 ....MEAIIEKIKEYKIIVICT.GLGLLVGG..FFLLKPAPQTPVK.ETNLQAEVAAVSKDLV.......SEKEVNKEEK 65
NTDB id 188 SPR RS04295 WP 000387330.1 ....MEAIIEKIKEYKIIVICT.GLGLLVGG..FFLLKPAPQTPVK.ETNLQAEVAAVSKDLV.......SEKEVNKEEK 65
NTDB id 153 SP RS04730 WP 000387344.1 ....MEAIIEKIKEYKIIVICT.GLGLLVGG..FFLLKPAPQTPVK.ETNLQAEVAAVSKDSS.......TEKEVKKEEK 65
NTDB id 1146006 BUC38 RS08315 WP 052503070.1 .MDTIKTYIEMLKEYKWQIALPAAAGLLMATFLI..FSQ.PAKS......NQTGLTDFPQTEQTSSSSDLVEE....TST 66
NTDB id 300 STER RS07485 WP 011681496.1 MKEKILAYVK...DNRLFVS...VIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTE 74
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NTDB id 105 BSU 25590 NP 390437.1 NNDESNETIVIDIKGAVQHPGVYEMRTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGS 133
NTDB id 595 KW2 RS08725 WP 021037687.1 SSEKNKNEIMVDLKGAVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDSPT 141
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EEPVEQDLITVDVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQH.TGSG 144
NTDB id 493 SM12261 RS04300 WP 000387351.1 EEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQ.AGPG 144
NTDB id 263 KZH43 RS04195 WP 000387330.1 EEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGLG 144
NTDB id 222 SPD RS04535 WP 000387330.1 EEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGLG 144
NTDB id 188 SPR RS04295 WP 000387330.1 EEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGLG 144
NTDB id 153 SP RS04730 WP 000387344.1 EEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGSG 144
NTDB id 1146006 BUC38 RS08315 WP 052503070.1 EVSKEPSLLVVDVKGAVVKPGLYTLEADARVNDAVEAAGGLTSQADPKSINLAQKLSDEAVVYVASKDENISVVTSTTAS 146
NTDB id 300 STER RS07485 WP 011681496.1 GSEKVKSKVTVDVKGAVVNPGVYTLKAGARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGTG 154
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NTDB id 105 BSU 25590 NP 390437.1 V.....QSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
NTDB id 595 KW2 RS08725 WP 021037687.1 GSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 A.....PSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 T.....ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 T.....ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 T.....ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 T.....ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 T.....ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 1146006 BUC38 RS08315 WP 052503070.1 SAM...SQEEKNTSLVNLNTATEADLQTISGIGSKRAADIIAYREANGGFKSVDDLNNVSGIGDKTMESIRPYVTVE 220
NTDB id 300 STER RS07485 WP 011681496.1 QVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTLDKIRESLYVA 231
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