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NTDB id 496 SM12261 RS02330 WP 000608383.1 MI MYFFLVGSILASFLGLVIDRFPEQSII[J¥ASHCDSCEITHLRPLDLIPILSQVFNRF CRYCKVRYPVWYARFELGLG 80
NTDB id 524 SMSK321 RS08155 WP 000565601.1 MIDMYFFLVGSILASFLGLVIDRFPEQSIIS|JASHCDSCQTRLRPLDLIPILSQVFN F CRYCKINGYPVWYALWMELGLG 80

NTDB id 266 KZH43 RS07930 WP 000565010.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG 80
NTDB id 225 SPD RS08500 WP 000565010.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF@CRYCKVRYPVWYALFELGLG 80
NTDB id 191 SPR RS08095 WP 000565010.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG 80
NTDB id 156 SP RS08975 WP 000565004.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTLRPLDLIPILSQVFNRF CRYCKVRYPVWYALFELBLG 80
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NTDB id 1145988 BUC38 RS02880 WP 044690656.1 160
NTDB id 496 SM12261 RS02330 WP 000608383.1 160
NTDB id 524 SMSK321 RS08155 WP 000565601.1 160
NTDB id 266 KZH43 RS07930 WP 000565010.1 LLFLLYSWid LSLEQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL 160
NTDB id 225 SPD RS08500 WP 000565010.1 LLFLLYSW® LSLFQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL 160
NTDB id 191 SPR RS08095 WP 000565010.1 BQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL 160
NTDB id 156 SP RS08975 WP 000565004.1 160
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NTDB id 496 SM12261 RS02330 WP 000608383.1 FLASC VFSVTELLILIQFASAGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
NTDB id 524 SMSK321 RS08155 WP 000565601.1 FLASCALVFSIATELLILIQFASATGILAFLLQKKKERLPFVPFLLLAJCVIIFGKLLL ViEPNE]

NTDB id 266 KZH43 RS07930 WP 000565010.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
NTDB id 225 SPD RS08500 WP 000565010.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLL Viuuatel
NTDB id 191 SPR RS08095 WP 000565010.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLYV 219
NTDB id 156 SP RS08975 WP 000565004.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAGC IIFGKLLL Vimwate
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