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NTDB id 1145986 BUC38 RS02745 WP 024399644.1 .MKRMKNIALTGIGLLSIATLTACQTKEKT.SDVALTFKSEVTHEGQTIEGGSLKYALVASAPSTGILIDELSQTAVDST 78
NTDB id 463 GPW51 RS08685 WP 012775331.1 MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVADAQLKYAWVSPTTSSGLLIDELTENTTDST 80
consensus * ! ! !! !* !!! ! !! *! * !*!* !! **! * * !!!! ! * *!*!*!!!!!* !!!

logo FAGGMVDI SMFGYDGSAERKTLDDSGLAKAEFDVDKAGKKTI
VTVSLTGKDYKWSDGEASFTIDNDYI FTI EKQSLMASKPDYTGI

VRAFDDTKTFYLTN
NTDB id 1145986 BUC38 RS02745 WP 024399644.1 FAGMVDISMFGYDSARTLDDSGLAKAEFDVDAKTVTVSLTGKDYKWSDGEAFTIDDYIFTIEQLASPDYTGVRADTTYTN 158
NTDB id 463 GPW51 RS08685 WP 012775331.1 FGGMVDISMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESFTINDYIFTIKSMASKDYTGIRFDDKFLN 160
consensus !*!!!!!!!!!!! ! !!!!!!!!!!!!! *! *!!!!!!!!!!!!!!! !!! !!!!!! *!!*!!!!*! ! * !
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NTDB id 1145986 BUC38 RS02745 WP 024399644.1 IIGFEEFQAGTVSEISGVKKVDDYTVVLSVKDMSPSMMYAGGGVPYLVMPKHIFKDIAVKDWESSEYSRTAKVVGMGPYK 238
NTDB id 463 GPW51 RS08685 WP 012775331.1 IEGMQEFVDGKASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK 240
consensus ! ! !! ! !*!!!*!!!!!!!! !*!!*!!!!!!!!!! !! * ! !!*!!!*! !!! !!!!!!!!*!!!!!*!
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NTDB id 1145986 BUC38 RS02745 WP 024399644.1 VKEIVNGESVTYVPNEYYFKGKV.KLDSYRIDIVSPDTIVAEMRAGNYDIADMPTDQYESYKDLSNITLLGSLDGIYNYI 317
NTDB id 463 GPW51 RS08685 WP 012775331.1 IKEIVNGESITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLESSYEYI 320
consensus *!!!!!!!!*!!!!!!!*!!! *! ! *!!!!!!!!!! !!*!!!!!!!*!! !! *!!!! !!* **! !* ! !!
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NTDB id 1145986 BUC38 RS02745 WP 024399644.1 GFNLGKYDDASGKNVTNPNAKMNNVKLRQAMGYALDNAVIGEKLYNGLYHPTNSLIISFFGDVHDSELAGYSYNPEKAKK 397
NTDB id 463 GPW51 RS08685 WP 012775331.1 SFNFGKYDEAAGKNVMDENAKMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSLIISFFGDIHDSELEGYSYNPEKAKK 400
consensus !! !!!!*! !!!! *!!!!! !!!!!!**!!*! ! !!!!!!!! !!!!!!!!!*!!!!! !!!!!!!!!!!
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NTDB id 1145986 BUC38 RS02745 WP 024399644.1 LLDEAGYKDVDGDGMREDAEGKPLTISVAAQKSTETQETMVQQYLTWWKEIGLNVELYTGRTIEYNTFYESIAANDEGID 477
NTDB id 463 GPW51 RS08685 WP 012775331.1 LLDEAGYKDVDGDGIREGKDGKAFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDAAID 480
consensus !!!!!!!!!!!!!!*!! *!!* !* !! ! !! *! *!!!!* !!!!*!!!!!!!!!!!*! *!! !* !!! *!!
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NTDB id 1145986 BUC38 RS02745 WP 024399644.1 VYLAAWIAGLDPDPTSLWGPEAMYNYTRFVSDENTALLNKITSAESFDEQKNIENYKAWQEYAFEQAFAIPTFERESITA 557
NTDB id 463 GPW51 RS08685 WP 012775331.1 MYAGGWSTGYDPNPSGLWGPIAAFNMSRFVSDENTKLLEAISSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEKITA 560
consensus *! **! ! !! !* !!!! ! *! *!!!!!!!! !! !*!!!!!!* !!*!!!!!!! !!*!!!!!!!!!! ! !!!



logo VNKRVKSYYDTVKYI
YGSADSGKSTGHLAYEGNI

LELTADEKGI
V
A
VAE

NTDB id 1145986 BUC38 RS02745 WP 024399644.1 VNKRVKYYDVYIGSDSKSGH..ENLELTAEKGIAAE 591
NTDB id 463 GPW51 RS08685 WP 012775331.1 VNKRVKSYDTKYGSASGTGLAYEGIELTADKGVVAE 596
consensus !!!!!! !! !! ! *!***! *!!!!*!!* !!

X non conserved

X similar

X ≥ 50% conserved


