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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSIFHAQELTEQLSHIFGLPETDLSR 66
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGFFTSSELAEHLSSIFGLSQPELSQ 66
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGFFQSHELTEHLSSVFGLSCTSLNQ 66
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINC 74
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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
NTDB id 1168 A1552VC RS11070 WP 000957200.1 YDYANLCQQLGLRELITRYDALPIAKQGNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALADHRALQAAIRRLYGR 141
NTDB id 1293 VP RS12240 WP 005479695.1 YEYASLCQQLGLRELITRHNALPLHRTPSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLADFRELSTAIRRLYGR 141
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YEYASLCQTLGLRDLITRHNALPLNRTSSTLILAVADPTNLQAEDDFRFATG.....LQVELVLADFRELTAAIRRLYGR 141
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDVGTIPVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVETDKLSALIDNLLTA 149
NTDB id 1110 NGFG RS09235 WP 003689817.1 YPRHRVLMGVLTEEQMVEFHCVPVFRRGDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVEDDQLAGLLDWVGSR 140
NTDB id 1145960 BQ6873 RS14955 WP 076593359.1 FNSSLLPEKIIDAKLMQGQRVIALAKRGNKVSIAISDPTNSQALDQIKFQTE.....LAVEPIIVDHNTLLKLIEKLGQS 153
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YDTSQIPKDLVDQKLILKHRILPLIQRGQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVEHHKLEKVLGQHFAE 149
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FDPALFLKDKIDEKLIQKYRIMPLVHRGHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVEHDKLERLLSEHFVE 149
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAK..................EFAKKQAEEEV..PSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQV 537
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNK..................ELAERNKTQQSQEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKV 534
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIQGAANQGKE.......ISQDELANL..VKVSDDELQSIEDLSQDDSPVSRFINQVLLDAVRKGASDIHFEPYENQYRI 212
NTDB id 1293 VP RS12240 WP 005479695.1 SLSHEKSGLKE.......INQEELASL..VDVGADEIDNIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYEKMYRV 212
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SLGQEKSGLKE.......INQDELAGL..VDIGEDEIENIEDLSQDESPVSRYINQILLDAVRKGASDIHFEPYENMYRV 212
NTDB id 1251 GCO85 RS07725 WP 011946523.1 KESQGLSEYVEDSGD...L..EGLEISADD...EDQDIDTATSVTDDAPIVKFVNKILLDAIRQGASDIHFEPYEREYRI 221
NTDB id 1110 NGFG RS09235 WP 003689817.1 STS.LLQELG.EGQE......E.......EESHTL...YIDNEEAEDGPVPRFIHKTLSDALRSGASDIHFEFYEHNARI 202
NTDB id 1145960 BQ6873 RS14955 WP 076593359.1 AEQ.DLNELIGDDLESIDFAEE..DLAAPVDGA........TADIDDAPVVKFLQKILVDAINLGASDLHFEPFEKFYRI 222
NTDB id 1058 ABD1 RS01615 WP 001274986.1 E.............SSFDFNDEEFDLDVNLDGPTAQEDEEEAPQGDEAPIVKYINKLLIDAIRMGASDLHFEPYEKSYRV 216
NTDB id 1018 ACIAD RS01685 WP 004920473.1 E.............THFNFDTEELDLDVEVDPHTTDDDDEDDKLKDEAPIVKYINKLLIDAIRMSASDLHFEPYEKSYRV 216
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NTDB id 1028 TT RS08215 WP 011173991.1 RLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRY..REGAIDVDLRLSTLPTVYGEKAVMRLLKKAS 615
NTDB id 1306 DR RS10060 WP 027479822.1 RYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRF..KKGSIDLDLRLSTLPTVYGEKAVMRLLQKAS 612
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RLRCDGILVETQQPASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRVSTLPTLWGEKIVLRLLDSSA 291
NTDB id 1293 VP RS12240 WP 005479695.1 RLRCDGILIETQQPPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSS 291
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RLRCDGILIEIQQPPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRVSTLPTLFGEKIVLRLLDSSS 291
NTDB id 1251 GCO85 RS07725 WP 011946523.1 RYRQDGILHEVATPPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRVSTCPTSAGEKVVMRVLDSGA 300
NTDB id 1110 NGFG RS09235 WP 003689817.1 RFRVDGQLREVVQPPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRVSTLPTLFGEKVVMRILNSDA 282
NTDB id 1145960 BQ6873 RS14955 WP 076593359.1 RFRVDGVLRDIAQPPLAIKEKLASRIKVISKLDISEKRVPQDGRMKLVMSK.TRSIDFRVSTLPTLFGEKIVMRILDGSQ 301
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RYRVDGVLRQIANPPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRVNSLPTLFGEKLVLRILDPSS 295
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RYRVDGVLRLIATPPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRVNSLPTLFGEKIVLRILDPAS 295
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NTDB id 1028 TT RS08215 WP 011173991.1 DIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQA 695
NTDB id 1306 DR RS10060 WP 027479822.1 NIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNST 692
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTAEDPVEINLSGINQVQVQPKI 371
NTDB id 1293 VP RS12240 WP 005479695.1 ASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTAEDPVEINLSGINQVQVQPKI 371
NTDB id 1401 DSB67 RS12665 WP 010643259.1 AALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAEDPVEIYLPGINQVQVQPKI 371
NTDB id 1251 GCO85 RS07725 WP 011946523.1 AKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTAEDPVEIKVPGINQVNINPKA 380
NTDB id 1110 NGFG RS09235 WP 003689817.1 ASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATAEDPAEINLPGINQVNVNDKQ 362
NTDB id 1145960 BQ6873 RS14955 WP 076593359.1 AQMGIEALGYDPDQKETLMNAIQRPYGMVLVTGPTGSGKTVSLYTCLNILNKPGINISTAEDPAEINLPGVNQVNVNDRA 381
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTAEDPVEINLEGINQVNVNPKV 375
NTDB id 1018 ACIAD RS01685 WP 004920473.1 AMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTAEDPVEINLEGVNQVNVNPKV 375
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NTDB id 1028 TT RS08215 WP 011173991.1 GLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQR 775
NTDB id 1306 DR RS10060 WP 027479822.1 GMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQR 772
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQR 451
NTDB id 1293 VP RS12240 WP 005479695.1 GFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQR 451
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQR 451
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQR 460
NTDB id 1110 NGFG RS09235 WP 003689817.1 GLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQR 442
NTDB id 1145960 BQ6873 RS14955 WP 076593359.1 GLTFPVALKAFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNDAPATLTRLMNMGVAPFNIASSVILITAQR 461
NTDB id 1058 ABD1 RS01615 WP 001274986.1 GLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQR 455
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQR 455
consensus !**!* !!**!!!!!!!***!!!!!!**!!*!!**!**!!!*!**!!!!!*!*****!* *!!***!!**********!!

logo LLTVARKRVLCEKNPSESHYQCRKARVIQATVEPAIRQTVKNQRVDEADHRVIPFNSTDPADEKTVPSADLNREQQTVLSAGQL IKSQRLQHREAFIVMLAGLIFAKQSTDNTPEDNQRAETEDNQILDQRVAHKNQGPETDAFILWLNQYFKREIPQRVLMFAYEQRKNGAPAMTDVGCDHLPENDQERCSGRTGGQEHSTGYRSKGRALMYTVAGLVI FHYQE I
L
V
L
M
A
R
V
K
P

M
V
F
I

N
S
T
D
K
T
D
P
E
S
E
M
I
L
A
E
G
Q
R
S
H
N
Q
K
R
E

L
T
V
I
A
L
I
G
L
V
I
M
Q
S
A
E
K
N

H
N
R
D
G
K
R
A
G
P
T
N
S
E
I
S
V
A
A
T
V
H
L
D
G
Q
E

NTDB id 1028 TT RS08215 WP 011173991.1 LVRRVCEHCKVEVKPDPET.LRRLGLSEAEIQG..ARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATE 852
NTDB id 1306 DR RS10060 WP 027479822.1 LVRRVCSECKQPTNADPEV.LRRLGISERDIRG..ANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAE 849
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LARRLCKHCKIAVRPSALL.QSQFAFQPNEI....LYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQ 525
NTDB id 1293 VP RS12240 WP 005479695.1 LARKLCPYCKQPQEHTVQL..QHLGIQTTDN....IFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHE 524
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LARKLCPYCRQPQEPNSQL..QHIGIANTEQ....IFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHE 524
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LARKLCNQCKAVRDDFTNQGLIELGFKEADLVN..LKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLD 537
NTDB id 1110 NGFG RS09235 WP 003689817.1 LLRRLCSSCKQEVERPSASALKEVGFTDEDLAK.DWKLYRAVGCDRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVG 521
NTDB id 1145960 BQ6873 RS14955 WP 076593359.1 LTRRLCS.CKQTTVIPDDV.LLEAGFTEDDLDG.TWLPYKPVGCERCSGSGYKGRLGIYQIMPISEEIENIILNHGTSLE 538
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LARRLCSQCKIPADIPKQS.LLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALE 533
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LARRLCSQCKRPIQVPERS.LLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALE 533
consensus !*!**!* !*** * * * ****** ** *****!! *!* !!*!!******* ***** *** *** **

logo

L
I
K
R
A
L
E
E
R
D
A
K

A
I
Q
T
V
L
S
A
L
Q
R
Y
E
I
K

GER
S
T
A
K

D
K
S
E
L
NGLVFMKLSVNQRDSNTI

L
F
Q
R
M
Q
E
R

A
D
SGI

L
L
V
Y
K
EKI

A
L
V
R
L
M
K
E
QGLVITTS IFLARSQEE I

L
V
T
L
N
Q

G
A
R
C
N
R
V
L
T
A
I
V
N
S
Y

S
V
D
E
F

NTDB id 1028 TT RS08215 WP 011173991.1 IKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 1306 DR RS10060 WP 027479822.1 IRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
NTDB id 1168 A1552VC RS11070 WP 000957200.1 IERLAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF 562
NTDB id 1293 VP RS12240 WP 005479695.1 LEKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LEKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF 561
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ILKLAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD 574
NTDB id 1110 NGFG RS09235 WP 003689817.1 ILDVAY.KEGMVDLRRAGILKIMQGITSLEEVTANTND 558
NTDB id 1145960 BQ6873 RS14955 WP 076593359.1 IEAQAK.KDGVRNLRESGLVKVKQGLTSLEEILGCTNV 575
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IAAASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IAATAE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE 570
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X non conserved

X similar

X ≥ 50% conserved


