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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKG 71
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKG 71
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKG 73
NTDB id 1145922 CINFORN2912 RS01850 WP 075434157.1 MASRGVNKVILIGYLGQDPDVRYMPNGGAVVNITIATSDVWRDKNTGETKEKTEWHRVVLFGKIAEISGQYLKKG 75
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKG 75
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NTDB id 1103 NMB RS07590 WP 002212976.1 GLVYLEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEG........YGQSQ..EAYQRP 132
NTDB id 1131 NGFG RS05740 WP 003695064.1 GLVYLEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEG........YGQSQ..EAYQRP 132
NTDB id 1390 A4U84 RS00055 WP 021115958.1 SKVYVEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQ.......GSGWNQAPAQTNYNQG 137
NTDB id 1145922 CINFORN2912 RS01850 WP 075434157.1 SQVYIEGSLQTRKWKDQNGLDRYTTEVVVS.VTGSMQMLGSRNTNSNMNPESSGNK..........KTPIALDKN 139
NTDB id 1166 A1552VC RS00795 WP 000168289.1 SQVYIEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQPAKQHQP 150
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NTDB id 1103 NMB RS07590 WP 002212976.1 AQQSRQPASDAP.SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 AQQSRQPAPDAP.SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GYSDNYAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1145922 CINFORN2912 RS01850 WP 075434157.1 LTTSNLSEK.NVNN.DLSSEYNDKSHLVDTASKIDFDDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MQ...........Q.SAPQQYSQ...PQYNEPPMDF.DDDIPF 177
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