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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKG 71
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKG 71
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKG 73
NTDB id 1145917 BUCIPSTX3056 RS01845 WP 075474936.1 MASRGVNKVILIGYLGQHPDVRYMPNGGTVVNITIATSDIWKDKNTGETKEKTEWHRVVLFGKIAEIAGQYLKKG 75
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKG 75
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NTDB id 1131 NGFG RS05740 WP 003695064.1 GLVYLEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQ....EAYQRPAQQSRQ 138
NTDB id 1103 NMB RS07590 WP 002212976.1 GLVYLEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQ....EAYQRPAQQSRQ 138
NTDB id 1390 A4U84 RS00055 WP 021115958.1 SKVYVEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQG.SGWNQAPAQTNYNQG.GYSDN 142
NTDB id 1145917 BUCIPSTX3056 RS01845 WP 075474936.1 SQVYIEGSLQTRKWQDQNGLDRYTTEIIVS.VTGAMQMLGSRNINNSSSPVNT....IQDVSREN..SL.SVSNN 142
NTDB id 1166 A1552VC RS00795 WP 000168289.1 SQVYIEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGG....MNVPAQQG..SW.GQPQQ 143
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NTDB id 1131 NGFG RS05740 WP 003695064.1 PA....PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PA....SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YAQNNNFNGGNAT..RPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1145917 BUCIPSTX3056 RS01845 WP 075474936.1 ID....KISGDIS..SEYKNKSHLVDTTSKIDFDDEDIPF 176
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PAKQHQPMQQSAP..QQYS...QPQYNEPPMDFD.DDIPF 177
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