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g TR Tt L AP LSIOTYLY CVRAR SFDGAY A

MLQKFLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQ GSCCQYCAYPLSDDTYLVCGQCVRKRPSFDIJAYIAYRF
MLQKFLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF
MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF

LD F L

EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTLLARQLNIPYDLYYCQ
EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQ
EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQ

N AL ERRALRARATIE LT S TR AT

KIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANE AHTLKNAGVKRVDICCCARAVTKN 234
KIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 234
KIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 196

X non conserved
B similar
>50% conserved

160
160
122



