
logo MKKTDSGF I LLMTLC ITFLMSLLVLASLQLQI FLQYKALNSQETFHQNFYQLEHWMMRLARHSPLLYAGMDCYMLQKDYGANK
NTDB id 1145625 BT137 RS09385 WP 038838932.1 MKKTDSGFILLMTLCITFLMSLLVLASLQLIFLQYKALNSQETFHQNFYQLEHWMMRLARSPLLYAGMDCYMQKDYGANK 80
NTDB id 1279 LPP RS09965 WP 011214246.1 MKKTDSGFILLMTLCITFLMSLLVLASLQQIFLQYKALNSQETFHQNFYQLEHWMMRLAHSPLLYAGMDCYLQKDYGANK 80
NTDB id 1265 GCO85 RS10210 WP 061637207.1 MKKTDSGFILLMTLCITFLMSLLVLASLQQIFLQYKALNSQETFHQNFYQLEHWMMRLAHSPLLYAGMDCYLQKDYGANK 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!

logo IANELVNNKGCLL I LNQKRKYRYF I EDLNEFSCLVLNKDGQKYASHHFRFTVLQDEEHGEYSTAIMQLRF IKLGSNLSSCPEE
NTDB id 1145625 BT137 RS09385 WP 038838932.1 IANELVNNKGCLLILNQKKYRYFIEDLNEFSCLVLNKDGQKYASHHFRFTVLQDEEHGESAIMQLRFIKLGSNLSSCPEE 160
NTDB id 1279 LPP RS09965 WP 011214246.1 IANELVNNKGCLLILNQRKYRYFIEDLNEFSCLVLNKDGQKYASHHFRFTVLQDEEHGESAIMQLRFIKLGSNLSSCPEE 160
NTDB id 1265 GCO85 RS10210 WP 061637207.1 IANELVNNKGCLLILNQRKYRYFIEDLNEFSCLVLNKDGQKYASHHFRFTVLQDEEHGEYTIMQLRFIKLGSNLSSCPEE 160
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!

logo E IQVKEGVSSWRYLPDYKNFE I LTG
NTDB id 1145625 BT137 RS09385 WP 038838932.1 EIQVKEGVSSWRYLPDYKNFEILTG 185
NTDB id 1279 LPP RS09965 WP 011214246.1 EIQVKEGVSSWRYLPDYKNFEILTG 185
NTDB id 1265 GCO85 RS10210 WP 061637207.1 EIQVKEGVSSWRYLPDYKNFEILTG 185
consensus !!!!!!!!!!!!!!!!!!!!!!!!!
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