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NTDB id 1145592 H044120014 RS13700 WP 010948297.1 .....MNNLQPLLALNRMKKIGPRTVLKLQKRWPDLNLMFQLSNVDLE.....EAGLPSWLAQTIKNFDPGFIKT 65
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQLSSVDLE.....EAGLPSWLAQTIKNFDPDFIKT 65
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKD.TPSNIVQYSTEQLQLLGLTAKQLQAW.SQ.....VDKEVDA 68
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATR.LPAQLQSFTPKQWLACGLKPEQLVFLTTQ.....AAKQAEQ 66
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEV.DFGEFCQYDKTALKQMGWNERQIQRWFNP.....EHKWIDQ 64
NTDB id 1361 HI 0985 AAC22646.1 ....MNDITYTLLRLMQVPKLGGVGIDKILSNI.TLNELLNYDDVAFRQMGWGAIQIRRWFKP.....EAKFIEP 65
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NTDB id 1145592 H044120014 RS13700 WP 010948297.1 DLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSAMTQPNLAIVGSRNASVTGNENARAFSREISRH 140
NTDB id 1250 GCO85 RS13065 WP 027219989.1 DLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRH 140
NTDB id 1399 DSB67 RS15600 WP 010645755.1 CLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQH 143
NTDB id 1152 A1552VC RS00200 WP 000654772.1 CLQWRSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQS 141
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ALQWAEQD.QQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKH 138
NTDB id 1361 HI 0985 AAC22646.1 ALVWSQKE.GNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLA 139
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NTDB id 1145592 H044120014 RS13700 WP 010948297.1 GVSIVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLR 214
NTDB id 1250 GCO85 RS13065 WP 027219989.1 GVSIVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLR 214
NTDB id 1399 DSB67 RS15600 WP 010645755.1 DLIVTSGLALGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRR 217
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GLVVTSGLALGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRR 215
NTDB id 1388 A4U84 RS04945 WP 062924099.1 QLAVTSGLAIGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRR 213
NTDB id 1361 HI 0985 AAC22646.1 GFTITSGLALGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRR 214
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NTDB id 1145592 H044120014 RS13700 WP 010948297.1 NRIISGLSLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIE 289
NTDB id 1250 GCO85 RS13065 WP 027219989.1 NRIISGLSLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIE 289
NTDB id 1399 DSB67 RS15600 WP 010645755.1 NRIISGLSLGVLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSL 292
NTDB id 1152 A1552VC RS00200 WP 000654772.1 NRIISGLSLGVVVVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNA 290
NTDB id 1388 A4U84 RS04945 WP 062924099.1 NRIISGLSLGTLVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQ 288
NTDB id 1361 HI 0985 AAC22646.1 NRIISGLSVGTLVVEATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQH 289
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NTDB id 1145592 H044120014 RS13700 WP 010948297.1 HHQ.................FTSNKPIFSL.....ASGKENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELE 342
NTDB id 1250 GCO85 RS13065 WP 027219989.1 HHQ.................FTSNKPIFSL.....ASGKENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELE 342
NTDB id 1399 DSB67 RS15600 WP 010645755.1 L.........DWSI...NQSL....DLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELE 351
NTDB id 1152 A1552VC RS00200 WP 000654772.1 L.........TWSL...SEQVPYQATLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELE 353
NTDB id 1388 A4U84 RS04945 WP 062924099.1 RQSVHIQPSL.FDTKP..KQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLE 360
NTDB id 1361 HI 0985 AAC22646.1 S..IHSQTEIDFDQIAVPNYTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLE 358
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NTDB id 1145592 H044120014 RS13700 WP 010948297.1 LKGAVMAVPGGYIRCEYER 361
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LKGAVIAVPGGYIRCEYER 361
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LSGHVVAVSGGYIRKGRG. 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 LLGHVVAVPGGYIRKGRG. 371
NTDB id 1388 A4U84 RS04945 WP 062924099.1 LLGVVKQVRGGYVIT.... 375
NTDB id 1361 HI 0985 AAC22646.1 LQDLIISENGLYKRV.... 373
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