
logo MLQKFLLS ITQNLRLPS ICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAY
NTDB id 1145589 H044120014 RS12290 WP 349254537.1 MLQKLLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAY 75
NTDB id 1270 LPP RS11540 WP 015961431.1 MLQKFLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAY 75
NTDB id 1247 GCO85 RS11680 WP 015961431.1 ......................................MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAY 37
consensus **** *********************************!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IAYRFEEPLRSL IHQFKYHNGLYLASFLKQLLLNALPKNSALKPDCL IPVPMHPKRLKRRGFNQAGAVLTRLLARQL
NTDB id 1145589 H044120014 RS12290 WP 349254537.1 IAYRFEEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKNALKPDCLIPVPMHPKRLKRRGFNQAGVLTRLLARQL 150
NTDB id 1270 LPP RS11540 WP 015961431.1 IAYRFEEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQL 150
NTDB id 1247 GCO85 RS11680 WP 015961431.1 IAYRFEEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQL 112
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!

logo NIPYDLYYCQKI INTASQANLDGEQRRKNLRHAFYVSPAPVTYEHVMIVDDLLTTGSTANEMIAHTLKNAGVKRVDIC
NTDB id 1145589 H044120014 RS12290 WP 349254537.1 NIPYDLYYCQKIINTASQANLDGEQRRKNLRHAFYVSAVTYEHVMIVDDLLTTGSTANEMAHTLKNAGVKRVDIC 225
NTDB id 1270 LPP RS11540 WP 015961431.1 NIPYDLYYCQKIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDIC 225
NTDB id 1247 GCO85 RS11680 WP 015961431.1 NIPYDLYYCQKIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDIC 187
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!

logo CCARAVTKN
NTDB id 1145589 H044120014 RS12290 WP 349254537.1 CCARAVTKN 234
NTDB id 1270 LPP RS11540 WP 015961431.1 CCARAVTKN 234
NTDB id 1247 GCO85 RS11680 WP 015961431.1 CCARAVTKN 196
consensus !!!!!!!!!
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