
logo MLKS IG IKYQLR ITTL IPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGL INA
NTDB id 1145581 H044120014 RS09575 WP 010947629.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINA 75
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINA 75
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo STINPEVKALAFYNADGRL IAYRGGKHS IHKPFNPPDYTGDYI ESKQINPFTINF IAP ITIPKFNLYSSTEFKEL
NTDB id 1145581 H044120014 RS09575 WP 010947629.1 STINPEVKALAFYNADGRLIAYRGGKHSIHKPFNPPDYTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKEL 150
NTDB id 1263 GCO85 RS09730 WP 080450539.1 STINPEVKALAFYNADGRLIAYRGGKHSIHKPFNPPDYTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKEL 150
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo STPKI FQADDI LGWLS IDIDTQSLL IKRYQML IVTI F ITLFGLLMGLTIHYFLSKR IYMP IARLRRSMKQI LSNE
NTDB id 1145581 H044120014 RS09575 WP 010947629.1 STPKIFQADDILGWLSIDIDTQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNE 225
NTDB id 1263 GCO85 RS09730 WP 080450539.1 STPKIFQADDILGWLSIDIDTQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNE 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FETE IRVSSPGELGI I EKGCAHLQRQYLNTVRDLNHHI E IATADLQQSLELLEEKNI ELSLEKKKTEEKSRQKSE
NTDB id 1145581 H044120014 RS09575 WP 010947629.1 FETEIRVSSPGELGIIEKGCAHLQRQYLNTVRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSE 300
NTDB id 1263 GCO85 RS09730 WP 080450539.1 FETEIRVSSPGELGIIEKGCAHLQRQYLNTVRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSE 300
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo F IANMSHE IRTPMNGVIGFTNVLLESKLDPLQLDYVKTIKSSAQDLLS I INDI LDFSKIDAGKLNLDC IPLDIRG
NTDB id 1145581 H044120014 RS09575 WP 010947629.1 FIANMSHEIRTPMNGVIGFTNVLLESKLDPLQLDYVKTIKSSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRG 375
NTDB id 1263 GCO85 RS09730 WP 080450539.1 FIANMSHEIRTPMNGVIGFTNVLLESKLDPLQLDYVKTIKSSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRG 375
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo C IDEVLSLASPNAHKKGIDL IP ITDINVPKMVLGDPLR IKQI I SNLVTNAVKFTDHGYVL IRTKI EQETDKDYTL
NTDB id 1145581 H044120014 RS09575 WP 010947629.1 CIDEVLSLASPNAHKKGIDLIPITDINVPKMVLGDPLRIKQIISNLVTNAVKFTDHGYVLIRTKIEQETDKDYTL 450
NTDB id 1263 GCO85 RS09730 WP 080450539.1 CIDEVLSLASPNAHKKGIDLIPITDINVPKMVLGDPLRIKQIISNLVTNAVKFTDHGYVLIRTKIEQETDKDYTL 450
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LFAIATDTGIG I SPEDQTKLFTAFNQADTS ITRRYGGSGLGLVICKKLCEEMHGRI SLTSE INKGSTFSAR IKVEK
NTDB id 1145581 H044120014 RS09575 WP 010947629.1 LFAITDTGIGISPEDQTKLFTAFNQADTSITRRYGGSGLGLVICKKLCEEMHGRISLTSEINKGSTFSARIKVEK 525
NTDB id 1263 GCO85 RS09730 WP 080450539.1 LFAIADTGIGISPEDQTKLFTAFNQADTSITRRYGGSGLGLVICKKLCEEMHGRISLTSEINKGSTFSARIKVEK 525
consensus !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo LVAYE I EKNQTHRFAHLKI ICFDDNPLHLEAIGNGLGFWGI EA IRVDSFNKLSR I
TLTKHKDCKIAF INVNQGCER

NTDB id 1145581 H044120014 RS09575 WP 010947629.1 LVAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNGLGFWGIEAIRVDSFNKLSRTLTKHKDCKIAFINVNQGCER 600
NTDB id 1263 GCO85 RS09730 WP 080450539.1 LVAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNGLGFWGIEAIRVDSFNKLSRILTKHKDCKIAFINVNQGCER 600
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo QAAEL IAKHKQIPFVL I SKWP INDFAALGARGFLYKP I S IQKLQDL I ES IANENQTEKNTNQELDTLREQLRFLH
NTDB id 1145581 H044120014 RS09575 WP 010947629.1 QAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISIQKLQDLIESIANENQTEKNTNQELDTLREQLRFLH 675
NTDB id 1263 GCO85 RS09730 WP 080450539.1 QAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISIQKLQDLIESIANENQTEKNTNQELDTLREQLRFLH 675
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PE I L IAEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFDMI LLDLHMPKLNGLEAAKMIRQKSLMNKHS
NTDB id 1145581 H044120014 RS09575 WP 010947629.1 PEILIAEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFDMILLDLHMPKLNGLEAAKMIRQKSLMNKHS 750
NTDB id 1263 GCO85 RS09730 WP 080450539.1 PEILIAEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFDMILLDLHMPKLNGLEAAKMIRQKSLMNKHS 750
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo P IVL ITASSSDLSS IDMKKSYGVDFCFQKP IDEKQLL IQI LR IVDKTKHAAIDWQLCVQKVSGNQALAEEFLAKF I
NTDB id 1145581 H044120014 RS09575 WP 010947629.1 PIVLITASSSDLSSIDMKKYGVDFCFQKPIDEKQLLIQILRIVDKTKHAAIDWQLCVQKVSGNQALAEEFLAKFI 825
NTDB id 1263 GCO85 RS09730 WP 080450539.1 PIVLITASSSDLSSIDMKKSGVDFCFQKPIDEKQLLIQILRIVDKTKHAAIDWQLCVQKVSGNQALAEEFLAKFI 825
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EELYKNREEF I EGLMHQKNVKGLADLAHKLHGACCFCGVP I LQKRVAQLEKRLARRTANADNLATEAFTDL IQS IDAV
NTDB id 1145581 H044120014 RS09575 WP 010947629.1 EELYKNREEFIGLMHQKNVKGLADLAHKLHGACCFCGVPILQKRVAQLERLARRTANADNLTEAFTDLIQSIDAV 900
NTDB id 1263 GCO85 RS09730 WP 080450539.1 EELYKNREEFIELMHQKNVKGLADLAHKLHGACCFCGVPILQKRVAQLEKLARRTANADNLAEAFTDLIQSIDAV 900
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!! !!!!!!!!!!!!!

logo I SEYENQYSQ
NTDB id 1145581 H044120014 RS09575 WP 010947629.1 ISEYENQYSQ 910
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ISEYENQYSQ 910
consensus !!!!!!!!!!
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