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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNY 75
NTDB id 1145569 H044120014 RS06050 WP 011213530.1 ..MTKSKVLVIDDEPDIRELLTLTLSRMGLTCDAVSDFKQGIEHIKQNYYSLVLTDMRLPDGDGIEIVKFIQKYK 73
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRH 73
consensus *** **!**!!!*!***!* *!!*!!** * * ******** * ****!!!**!!!!*!***!*****
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 PNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQL 150
NTDB id 1145569 H044120014 RS06050 WP 011213530.1 PQMPVAVITAYGNVEGAVNTLKAGAFDYVSKPIDLKMLRDLVKTALSMQN...PPTE.KPDEDLLVGESLVMQQL 144
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRN...PEAEEAPVDNRLLGESPPMRAL 145
consensus !**!*!**!!!!*** !***!!!!!!!***!!*** !**!* *!! *** * *! **** *!*!*!*****!
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQ 225
NTDB id 1145569 H044120014 RS06050 WP 011213530.1 RENIHKLARSQAPVFIQGASGVGKELVAQLIHVNGPRKDKPFIPVNCGAIPGELMESEFFGHKKGSFTGAISDKT 219
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQ 220
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GLILSAHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFR 300
NTDB id 1145569 H044120014 RS06050 WP 011213530.1 GLFVAAHGGTLFLDEIAELPLAMQVKLLRAIQEKAIKPIGELYEVPVDVRILSASHKNLIEEVNAGAFRQDLYYR 294
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GLFQAASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYR 295
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDAT 375
NTDB id 1145569 H044120014 RS06050 WP 011213530.1 INVIELRVPTLMERLSDIPCLTEAILRKLSKNQNRNLVKINPSCFEILSRYHFPGNVRELENILERAMAMCEGEV 369
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQ 370
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLG 450
NTDB id 1145569 H044120014 RS06050 WP 011213530.1 IEPSDLHLPRTTITP.............A.....VAVPSTSTNLNGYLQDQEKELILDALEKTKWNRTAAAQLLG 426
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IQPHDLRLADAPGAS...........QEG.....AASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLG 429
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 1145569 H044120014 RS06050 WP 011213530.1 VSFRTLRYRLKKLGLD....... 442
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LTFRSMRYRLKKLGID....... 445
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