
logo ME I FCFL IGVLYAYTYNIYLTIA IPLLFYITPRYP IVLFF IAGCGFAL IHQWIVSPKGMPDTQVITQAQLEGTIA
NTDB id 1145560 H044120014 RS03165 WP 010946363.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIA 75
NTDB id 1285 ACE17W RS10850 WP 010946363.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIA 75
NTDB id 1246 GCO85 RS03350 WP 061470007.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIA 75
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo S IPMQRHPNKTQFHFAI EKINNNPAQGL IQLNWYNKPPVLRAGQRWQLSVKLKKPRNFRHNPGGFNYVRYLAARHIH
NTDB id 1145560 H044120014 RS03165 WP 010946363.1 SIPMQHPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFHNPGGFNYVRYLAARHIH 150
NTDB id 1285 ACE17W RS10850 WP 010946363.1 SIPMQHPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFHNPGGFNYVRYLAARHIH 150
NTDB id 1246 GCO85 RS03350 WP 061470007.1 SIPMQRPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFRNPGGFNYVRYLAARHIH 150
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!

logo WTGYIRYGRNNKL I SNQPPSFSWLTALREKIGDALTKLAPNDTETAGI I EALTLNVTHHI SSDHWNLFRRTGTVIHLFG
NTDB id 1145560 H044120014 RS03165 WP 010946363.1 WTGYIRYRNNKLISNQPPSFSWLALREKIGDALTKLAPDTETAGIIEALTLNVTHHISSDHWNLFRRTGTIHLFG 225
NTDB id 1285 ACE17W RS10850 WP 010946363.1 WTGYIRYRNNKLISNQPPSFSWLALREKIGDALTKLAPDTETAGIIEALTLNVTHHISSDHWNLFRRTGTIHLFG 225
NTDB id 1246 GCO85 RS03350 WP 061470007.1 WTGYIRYGNNKLISNQPPSFSWLTLREKIGDALTKLAPNTETAGIIEALTLNVTHHISSDHWNLFRRTGTVHLFG 225
consensus !!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!

logo I SGEHIALVSGI FF IV I
MRWIWSMI SNYRCCLFLPAHNTIAS IGGLLAALPYAFLAGFEPPVQRAL IGCVLYTIYAIGK

NTDB id 1145560 H044120014 RS03165 WP 010946363.1 ISGEHIALVSGIFFIVMRWIWSINYRCCLFLPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGK 300
NTDB id 1285 ACE17W RS10850 WP 010946363.1 ISGEHIALVSGIFFIVMRWIWSINYRCCLFLPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGK 300
NTDB id 1246 GCO85 RS03350 WP 061470007.1 ISGEHIALVSGIFFIVIRWIWSMSYRCCLFLPAHTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGK 300
consensus !!!!!!!!!!!!!!!!*!!!!!**!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QRFTPWQIWRYALFLVLC I EPHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLTALQLSCL IGLMPLTLHWYSY
NTDB id 1145560 H044120014 RS03165 WP 010946363.1 QRFTPWQIWRYALFLVLCIEPHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSY 375
NTDB id 1285 ACE17W RS10850 WP 010946363.1 QRFTPWQIWRYALFLVLCIEPHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSY 375
NTDB id 1246 GCO85 RS03350 WP 061470007.1 QRFTPWQIWRYALFLVLCIEPHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLTLQLSCLIGLMPLTLHWYSY 375
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!

logo GS INGFLANLFSAIPLVSFL IVPLALMTMITSPLFHWSWI LMKPLAWLVALLLQGLTYVEQIAGINITWS ITSVTMM
NTDB id 1145560 H044120014 RS03165 WP 010946363.1 GSINGFLANLFAIPLVSFLIVPLALMTMITSPFHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWSITSVTMM 450
NTDB id 1285 ACE17W RS10850 WP 010946363.1 GSINGFLANLFAIPLVSFLIVPLALMTMITSPFHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWSITSVTMM 450
NTDB id 1246 GCO85 RS03350 WP 061470007.1 GSINGFLANLFSIPLVSFLIVPLALMTMITSPLHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWSITSVTMM 450
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo LAMTAGLFLRVLLPVKPFKHLAI LW I I LPLFPPRTAIYPGEAL INI LDVGQGLAVAIQTQHHVLLYDTGDSYFQG
NTDB id 1145560 H044120014 RS03165 WP 010946363.1 LAMTAGLFLRVLLPVKPFKHLAILWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYFQG 525
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LAMTAGLFLRVLLPVKPFKHLAILWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYFQG 525
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LAMTAGLFLRVLLPVKPFKHLAILWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYFQG 525
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SDLGQMAI IPFFRS IG IKTIDKIV I SHPDKDHKGGLNSLEKEMQKI
VNQL IVNDPYFYKRGSNCHSYPQWQWDGVSF

NTDB id 1145560 H044120014 RS03165 WP 010946363.1 SDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMKVNQLIVNDPYFYKRGSNCHSYPQWQWDGVSF 600
NTDB id 1285 ACE17W RS10850 WP 010946363.1 SDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMKVNQLIVNDPYFYKRGSNCHSYPQWQWDGVSF 600
NTDB id 1246 GCO85 RS03350 WP 061470007.1 SDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMQINQLIVNDPYFYKRGSNCHSYPQWQWDGVSF 600
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RFLP IKRESFTNKKNNNSC I LQVSNSAGRVLLTGDI EKAAEEYLVRNYGSQLASE I LVVPHHGSKTSSSYRFLLEVN
NTDB id 1145560 H044120014 RS03165 WP 010946363.1 RFLPIRESFNKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVN 675
NTDB id 1285 ACE17W RS10850 WP 010946363.1 RFLPIRESFNKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVN 675
NTDB id 1246 GCO85 RS03350 WP 061470007.1 RFLPIKESFTKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVN 675
consensus !!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PLYAIASLGFDNRFKFPHSKTLQSMKTLDGITFFRTDECGMAAIKLPASGQKVIHNRKPSTCMQANV
NTDB id 1145560 H044120014 RS03165 WP 010946363.1 PLYAIASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMAAIKLPASGKINKPTCMQAV 735
NTDB id 1285 ACE17W RS10850 WP 010946363.1 PLYAIASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMAAIKLPASGKINKPTCMQAV 735
NTDB id 1246 GCO85 RS03350 WP 061470007.1 PLYAIASLGFDNRFKFPHSKTLQSMKTLDITFFRTDECGMAAIKLPASGQVHRPSCMQAN 735
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!****!*!!!!*
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