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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKG 71
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKG 71
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKG 75
NTDB id 1145558 H044120014 RS01805 WP 015444870.1 .MARGINKVILVGNVGADPDVRYLPNGNAVTTLSVATSETWKDKTTGEKQDRTEWHRVVCFNRLGEIAGEYIRKG 74
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKG 73
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NTDB id 1131 NGFG RS05740 WP 003695064.1 GLVYLEGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYGQSQE.........AYQRPA 133
NTDB id 1103 NMB RS07590 WP 002212976.1 GLVYLEGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYGQSQE.........AYQRPA 133
NTDB id 1166 A1552VC RS00795 WP 000168289.1 SQVYIEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGG...MNVPAQ....QGSWGQP. 141
NTDB id 1145558 H044120014 RS01805 WP 015444870.1 SKLYVEGSLRTRKWQDQQGQDRYTTEIVAS....DIQMLDSKGSSAT..........................NY 119
NTDB id 1390 A4U84 RS00055 WP 021115958.1 SKVYVEGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNY 143
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QQSRQPAPDAPSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QQSRQPASDAPSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...QQPA..KQHQPMQ.QSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1145558 H044120014 RS01805 WP 015444870.1 ..DDMPSFQGTSTPQQASTKNQATPTSTAQDAFDELDDDIPF 159
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..AQNNNFNGGNATR...PQPAQKPAAQAEPPMDNFDDDIPF 180
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